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Candida albicans

Candida dubliniensis
Candida fropicalis
Candida o (hopsilosis
Candida parapsilosis
Candida maltosa
Sulomyces tanzawaensis
Candida metapsilosis
Candida subhashii
Scheffersomyces stipitis
Yamadazyma tenins
Spathaspora pn-sm]l(lm um
" rugosa
Miller nz} ma farinosa
Debaryomyces fabryi
Debaryomyces hansenii
Candida viswanathii
Hyphopichia burtonii
Candida auris

Clavispora lusitaniae
Scheffersomyces spartinae
Zygosaccharomyces parabailii
Zygosccharomyces bailii

Kluy myces marxianus

ref|Xp_718283.1|
ref|XP_002421791.1|
ref|XP_002546119.1|
ref|XP_003865973.1|
ref|XP_036664758.1|
gb | EMG4BBT5.1|
Tef|XP_020067300.1|
gb|KAG5420916.1
gb|KAG7662799.1
ref|XP_001383339.1|
ref |XP_006685252.1|
ref|XP_007374001.1|
ref|XP_034010932.1|
emb | CCEB5520.1]
ref|XP_015466149.1|
ref|XP_460331.1|
gb|RCK59094.1|
ref|XP_020074237.1|
gb|PIS51135.1|
gb|KAF5210728.1|
ref|XP_043049351.1|
gb|AQZ18953.1|

emb | SJMBB098.1 |
gh|mnsa:|.sss 1|

lactis

Terrnln boudieri
Trimania nivea
Kalaharituber pfeilii
Terfezia claveryi
Naumovozyma castelli
Pachyselen tannophilus
Wickerhamomyces cifervii
Lachancen dasiensis
Lipomyces starkeyi
Snitoella complicata
Torulaspora globosa
Ascoidea rubescens
Ogataen philodendri
Lachancea nothotagi
Eremothecium gossypii
Trichomonaseus ciferrii
Aulographum hederae
Lachancea lanzarotensis
Cyberlindnera fabianii
Wickerhamiella sorbophila
Lophiostoma macrostomum
Sphaerosporella brunnea
amularia collo-cygni
Eremomyces bilateralis

gbIRP522791 ll

gb | KAF8420454.1|

gb | KAFB471959.1]

gb | KAF8455951.1|
ref|XP_003673005.1]
gb|0ODV35269.1|
ref|XP_011272307.1|
emb | SCU96634.1]
gb|ODQ74338 .1
dbj|GAO51702.1]
ref|XP_037137900.1|
ref|XP_020048617.1|
ref|XP_046063080.1|
emb|SCV03058.1|
ref|NP_986230.1|
gb|KAABBS7105.1|
gb|KAF1990932.1|
ref|XP_022630543.1|
emb|CDR47813 .1
ref|XP_024662504.1|
gb | KAF2652156.1|

gb | KARBB92634.1|
ref|XP_023631861.1|
ref|XP_033534262.1|

T
Penicillium rolfsii
Amorphotheca resinae
Chalara longipes
Aspergillus terrens
Aspergillus mulundensis
Hyaloscypha variabilis
Talaromiyces marneffei
Aspergillus phoenicis
Aspergillus niger
Trichodelitschia bisporula

Candida albicans
Candida dubliniensis
Candida tropicalis
Candida orthopsilosis
Candida parapsilosis
Candida maliosa
Suhomyces tanzawaensis
Candida metapsilosis
Candida subhashii
Scheffersomyces stipitis
Yamadazyma renius
Spathaspora passalidarum
Dintina rugosa
Millerozyma farinosa
Debaryomyces fabryi
Debaryomyces hansenii
Candida viswanathii
Hyphopichia burtonii
Candida auri
Clavispora lusita

Zygosaccharomyces parabailii
Zygosccharomyces bailii
klmw: 0myces marxianus

gb| 5.1
gb|KAF3396381.1|
ref|Xp_024718197.1|
gb|KAE9370763.1|
gb|KAG2412800.1|
ref|XP_026603423.1|
gb |PMDA6603 .1
ref|XP_002145444.1|
gb|RDK39989.1|
ref|XP_001398292.1|
gb|KAF2400853.1|

ref|Xp_718283.1|
ref|Xp_002421791.1|
ref|XP_002546119.1|
ref|XP_003865973.1|
ref|XP_036664758.1|
gb|EMG48B75.1 |
ref|XP_020067300.1|
gb|KAG5420916.1|
gb|KAG7662799.1|
ref|XP_001383339.1|
ref|XP_006685252.1|
ref|XP_007374001.1|
ref|XP _034010832.1]|
emb | CCEB5520.1]
ref|XP_015466149.1|
ref|XP_460331.1|
gb|RCKE9094 .1
ref|XP_020074237.
gb|PIS51135.1|
gb|KAF5210728.1|
ref|XP_043049351.
gb|AQZ18953.1|
emb | SJMBB098.1]
gb|KAGO6B1669.1|

-

-

lactis
boudieri
Trimania nivea
Kalaharituber pfeilii
Terfezia claveryi
Naumovozyma castelli
Pachyselen tannophilus
Wickerhamomyces ciferrii
Lachancea dasiensis
Lipomyces starkeyi
Saitoella complicata
Torulaspora globosa
Ascoidea rubescens
Ogataea philodendri
Lachancen nothofagi
Eremothecium gossypi
Trichomonascus ci

Aulographum hederae gb

Lachancea Innzarotensis
Cyberlindnera fabianii
Wickerhamiella sorbophila
Lophiostoma macrostomum
Sphaerosporella brunnea
Ramularia collo-cygni
Eren.ml.n\ ces hilme

C

abl 4.1
gb|RPB22791.1]
gb|KAFB420454.1]
gb|KAF8471959.1
gb|KAF8455951.1|
ref|XP_003673005.1|
gb|ODV35269.1|
ref|XP_011272307.1|
emb | SCU96634.1|
gb|0DQ74338.1|
dbj|GAO51702.1]
ref|XP 037137500.1|
ref|XP_020048617.1|
ref|XP_046063080.1]
emb | SCV03058.1]
ref|NP_986230.1|
gb|KAABB97105.1|
|KAF1990932.1]
ref|XP_022630543.1|
emb |CDR47813.1]
ref|XP_024662504.1|
gb|KAF2652156.1|
gb|KAABB92634 .1
ref|XP _023631861.1|
xenxp 033534262.1]

P pentcillinm rolfuli
Amorphotheca resinae
Chalara longipes
Aspergillus terreus
Aspergillus mulundensis
Hyaloscypha variabilis
Talaremyces marneffei
Aspergillus phoenicis
Aspergillus niger
Trichodelitschia bisporula

1|
gb|m3396351 1|
ref|XP_024718197.1]
gb|KAED370763.1|
gb|KAG2412800.1]
zef|XP_026603423.1|
gb|PMDA6603 .1
ref|XP_002145444.1|
gb|RDK39989.1|
ref|XpP_001398292.1|
gb|KAF2400853.1|
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Candida albicans
Candida dubliniensis
Candida tropiealis
Candida orthopsiloesis
Candida parapsilosis
Candida maltosa
Subomyces tanzawaensis
Candida metapsilosis
Candida subhashii
Scheffersomyces stipitis
Yamadazyma tenius
Spathaspora passalidarum
intina rugesa
Millerozyma farinosa
Debaryomyces fabryi
Debarvomyces hansenii
“andida viswanatl
Hyphopichia burronii
Candida auris
Clavispora lusitaniae
Scheffersomyces spartinae
Zygosaccharomyces parabailii
Zygosccharomyces bailii
Kluyveromyces marxianus
Kl

ref|XP_718283.1|
ref|XP_002421791.1|
ref|XP_002546119.1|
ref|XP_003865973.1|
ref|XP_036664758.1|
gb|EMG48B75.1|
ref|XP_020067300.1|
gb | KAG5420916.1|
gb|KAG7662799.1|
ref|XP_0D1383339.1|
ref|XP_006685252.1|
ref|XP 007374001.1|
ref|XP_034010932.1]|
emb | CCEB5520.1]
ref|XP_015466149.1]|
ref|XP_460331.1|

hil gb|RCK59094.1]

ref|XP_020074237.1|
gb|PIS51135.1|
gb|KAF5210728.1]
ref |XP_043049351.1|
gb|AQZ1B953.1|
emb | SJMBB098. 1]
gb|KAG06B1669.1
4.1

3 vees lactis
Terfezia boudieri

Trimania nivea
Kalaharituber pfeilii
Terfezia claveryi
Naumovezyma castelli
Pachysolen tannophilus
‘Wickerhamomyces cifer
Lachancea dasiensis
Lipomyces starkeyi
Saitoella complicata
Torulaspora globosa
Ascoiden rubescens
Ogataea philodendri
Lachancea nothofagi
Eremothecinm gossypii
Trichomonascus ciferrii
Aulographum hederae
Lachancea lanzarotensis
Cyberlindnera fabianii
Wickerhamiella sorbophila
Lophiostoma macrosiomum
Sphaerosporella brunnea
Ramularia collo-cygni
Eremomyces bilateralis

C

1 X
gb|RPB22791.1]
gb|KAFB8420454.1]
gb|KAF8471959.1
gb|KAF8455951.1|
ref|XP_003673005.1|
gb|ODV35269.1|
ref|XP_011272307.1|
emb | SCU96634.1]
gb|0DQ74338.1|
dbj|GAO51702.1]
ref|XP _037137500.1|
ref|XP_020048617.1|
ref|XP_046063
emb | SCV03058.1|
ref|NP_986230.1|
gb|KAABB97105.1|
gb|KAF1990932.1]
ref|XP_022630543.1|
emb |CDR47813.1]
ref|XP_024662504.1|
gb|KAF2652156.1|
gb|KAABB92634.1|
ref|XP_023631861.1|
ref|XP_033534262.1|

p
Penicillium rolfsii
Amorphotheca resinae
Chalara longipes
Aspergillus terrens
Aspergillus mulundensis
Hyaloscypha variabilis
Talaromyces marneffei
Aspergillus phoenicis
Aspergillus niger
Trichodelitschin bispornla

Candida albieans
Candida dubliniensis
Candida tropicalis
Candida orthepsilosis
Candida parapsilosis
Candida maltosa
Suhomyces tanzawaensis
Candida metapsilosis
Candida subhashii
Scheffersomyces stipitis
Yamadazyma tenius
Spathaspora passalidarum
iutina rugesa
Millerozyma farinosa
Debaryomyces fabryi
Debaryomyces hansenii
Candida viswanathii
Hyphopichia burtonii
Candida auris
Clavispora lusitaniae
Scheffersomyces spartinae
Zygosaccharomyces parabailii
Zygosccharomyces bailii
Kluyveromyces marxianus
Kluyveromyces lactis
Terfezia boudieri
Trimania niven
Kalaharituber pfeilii
Terfezia claveryi
Naumovozyma castelli
Pachysolen tannophilus
Wickerhamomyces ciferrii
Lachaucen dasiensis
Lipomyces starkeyi
Saitoella complicatn
Torulaspora globosa
Ascoiden rubescens
Ogataea philodendri
achancea nothofagi
Eremothecinm gossypii
Trichomonascus ciferrii
Aulograplm hederae
Lachancea lanzarotensis
Cyberlindnera tabianii
Wickerhamiell

gb| .1
gb|KAF3396381.1|
ref|XP_024718197.1]
gb|KAES370763.1]
gb|KAG2412800.1|
ref|XP_026603423.1|
gb|PMDA6603 .1 |
ref|XP_002145444.1|
gb|RDK39989.1|
ref|XP_001398292.1|
gb|KAF2400853.1|

ref|XP_718283.1|
ref|XP_002421791.1]|
ref|XP _002546119.1]|
ref|XP_003865973.1|
ref|XP_036664758.1|
gb|EMGABB75.1 |
ref|XP_020067300.1|
gb|KAG5420916.1]
gb|KAG7662799.1|
ref|XP_001383335.1|
ref|XP_006685252.1|
ref|XP_007374001.1|
ref|XP_034010932.1|
emb | CCEB5520.1]
ref|XP_015466149.1|
ref|XP_460331.1|
gb|RCK59094.1|
ref|XP_020074237.
gb|PIS51135.1|
gb|KAF5210728.1]
ref|XP_043049351.1|
gb|AQZ1BY53. 1|

emb | SJMBB098 .1 |

gb | KAG06B1669.1
gb|QEU60244.1|
gb|RPB22791.1|
gb|KAF8420454.1
gb|KAF8471959.1|
gb|KAF8455951.1|
ref|XP_003673005.1|
gb|ODV95269.1 |
ref|XP_011272307.1|
emb | SCU96634.1)
gb|ODQ74338.1|
db3|GAO51702.1]
ref|XP_037137900.1|
ref|XP_020048617.1|
ref|XP_046063080.1]
emb | SCV03058.1)
ref|NP_986230.1|
gb|KAABB97105.1|
gb|KAF1990932.1|
ref|XP_022630543.1|
emb |CDR47813.1]

-

Lophiostoma macrosiomum
Sphaerosporella brunnea
Ramularia collo-cygni
Eremomyces bilateralis

ref|XP_ 04.1]
gb|KAFZ652156.1 |
gb|KAABB92634.1|
ref|XP_023631861.1|

Penicillium rolfsii
Amorphotheca resinae
Chalara longipes
Aspergillus terreus
Aspergillus mulundensis
Hyaloseypha variabilis
Talaromyces marneffei
Aspergillus phoenicis
Aspergillus niger
Trichodelitschia bispornla

Figure S1. The multiple sequence alignment of amino acid sequences from 60 microorganisms from the Ascomycota
group to the CaMet2 amino acid sequence from C. albicans. Analysis performed using BLAST program [1].

ref|Xp_033534262.1|
bl 4025 .1
gb|KAF3396381.1]
ref|XP_024718197.1|
gb|KAE9370763.1|
gb|KAG2412800.1|
ref|XP_026603423.1|
gb|PMDA6603. 1
ref|XP_002145444.1|
gb|RDK39989.1|
ref|XP_001398292.1|
gb|KAF2400853.1|
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< Wickerhamiella sorbophila(XP_024662504.1)
Aspergillus mulundensis(XP_026603423.1)
*'f © Aspergillus terreus(KAG2412800.1)
| 7 Aspergillus phoenicis ATCC 13157(RDK39989.1)
F) < Aspergillus niger CBS 513.88(XP_001398292.1)
9 Penicillium rolfsii(KAF3396381.1)
~# Talaromyces marneffei ATCC 18224(XP_002145444.1)
[ “ Amorphotheca resinae ATCC 2271 1(XP_024718197.1)
f |7-> Coleophoma crateriformis(RDW64025.1)
T‘ % Chalara longipes BDJ(KAE9370763.1)
"% Hyaloscypha variabilis F(PMD46603.1)
9 Eremomyces bilateralis CBS 781.70(XP_033534262.1)
@ Trichodelitschia bisporula(KAF2400853.1)
> —<‘? “ Lophiostoma macrostomum CBS 122681(KAF2652156.1)
*-% Aulographum hederae CBS 113979(KAF1990932.1)
Ramularia collo-cygni(XP_023631861.1)
[ Terfezia boudieri ATCC MYA-4762(RPB22791.1)

3 . “ Terfezia claveryi(KAF8455951.1)
,—+1 Tirmania nivea(KAF8420454.1)

(O' T < Kalaharituber pfeilii(KAF8471959.1)

@ Sphaerosporella brunnea(KAA8892634.1)

@ Saitoella complicata NRRL Y-17804(GAO51702.1)
9 Lipomyces starkeyi NRRL Y-11557(0DQ74338.1)

“ Trichomonascus ciferrii( KAA8897105.1)

Eremothecium gossypii ATCC 10895(NP_986230.1)
Zygosucchammyccs parabailii( AQZ18953.1)
Lygus;mchnmmyce% bailii(SIMB8098.1)

‘ % Naumovozyma castellii CBS 4309(XP_003673005.1)

Torulaspora globosa(XP_037137900.1)
H LdLhdﬂLt‘d dasiensis(SCU96634.1)
& _Q de.h.mt.ea lanzarotensis(XP_022630543.1)

"9 Lachancea nothofagi CBS 11611(SCV03058.1)
2 Kluyvemmyces marxianus(KAG0681669.1)
Kiuyw.rumyu.s lactis(QEU60244.1)
— % Pachysolen tannophilus NRRL Y-2460(0DV95269.1)
“ Ogataea philodendri(XP_046063080.1)
© Wickerhamomyces ciferrii(XP_011272307.1)
Cyberlindnera fabianii(CDR47813.1)
@ Ascoidea rubescens DSM 1968(XP_020048617.1)
% Suhomyces tanzawaensis NRRL Y-17324(XP_020067300.1)
“ Yamadazyma tenuis ATCC 10573(XP_006685252.1)
-’ Millerozyma farinosa CBS 7064(CCE85520.1)
i—* Deba.rynmyces fabryi(XP_015466149.1)
DLbdryomyu,s hansenii CBS767(XP_460331.1)
J Hyphopichia burtonii NRRL Y-1933(XP_020074237.1)
Gchefferiomyces stipitis CBS 6054(XP_001383339.1)
Dlulma rugosa(XP_034010932.1)
@ [Candida] subhashii(KAG7662799.1)
\[ — Candida orthopsilosis Co 90-125(XP_003865973.1)

. g %%\JCandlda parapsilosis(XP_036664758.1)
—Q

f Candida metapsilosis(KAG5420916.1)

Spathaspora passalidarum NRRL Y-27907(XP_007374001.1)
[Candida] auris(PIS51135.1)
“ Clavispora lusitaniac(KAF5210728.1)
I—0 Scheffersomyces spartinae(XP_043049351.1)
— (Candida viswanathii(RCK59094.1)
4‘L ————=* Candida maltosa Xu316(EMG48875.1)
]m — % Candida tropicalis MY A-3404(XP_002546119.1)

Candida dubliniensis CD36(XP_002421791.1)
| 0.1 I -*{

Candida albicans SC5314(XP_718283.1)

Figure S2. Phylogenetic tree of amino acid sequences from 60 microorganisms from the Ascomycota group with

high similarity (250,34 % of identity) to the Met2 amino acid sequence from C. albicans. Analysis performed using
BLAST program [1].
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Figure S3. Conservation of characteristic amino acid motifs in L-homoserine O-acetyltransferase sequences. The
catalytic triad residues are marked with a black frame. The analysis was performed using MAST , FIMO and

TOMTOM tools from The MEME suite [2—4].
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Figure S4. Overproduction of CaMet2p and CaMet2NHp in E. coli cells: (a) Densitometric analysis of SDS-PAGE
electrophoresis analysis of cell extract (top) and purified fraction (bottom) from E. coli cells producing CaMet2p and
CaMet2NHp recombinant protein. Gel Analyzer software [5]; (b) Mass balance of CaMet2p and CaMet2NHp
purification developed on the base of the Gel Analyzer Program analysis results and experimental work; (c)

Theoretical molecular mass (ProtParam analysis [6]) and determined by SDS-PAGE analysis molecular mass of the
CaMet2p and CaMet2NHp.
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Figure S5. (a) SDS-PAGE analysis of CaMet2p, CaMet2NHp and CaMet2CHp overproduction in E. coli cells and
purification. Plus Prestained Protein Ladder (M), cell-free extract (1), CaMet2p-containing fraction (2) (b) Western
blot analysis of CaMet2NHp overproduction. (1) no IPTG induction, (2) IPTG induced.
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Figure S6. Phylogenetic tree of Met2p from various organisms. Analysis performed using BLAST program [1].
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