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SUPPLEMENTARY FIGURES



Figure S1. Characterization of nucleosomes for transcription by Pol II. Nucleosomes were reconstituted on DNA-

end-labeled 603 templates and analyzed by 4% native PAGE. Positions of mononucleosomes (N) and histone-

free DNA in the gel are indicated. M – end-labeled pBR322-MspI digest.
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Figure S2. PARP-1 is automodified in the presence of NAD+. The transcription reactions were conducted as

described in Figure 1a in the presence or absence of PARP1, NAD and/or PARG. The proteins were separated by

an SDS-PAGE and transferred to a membrane. The Western blot was stained with anti-PARP1 antibodies and

antibodies to poly(ADP)-ribose (PAR). Positions of PARP1 and PARylated PARP1 are indicated.
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Figure S3. Core histones are modified in the presence of PARP1 and bio-NAD+. Nucleosomes were incubated in

the transcription buffer in the presence or absence of PARP1 and/or bio-NAD+. The proteins were separated by

an SDS-PAGE, stained with Sypro Orange and transferred to a membrane. The membrane was stained with

horse radish peroxidase (HRP)-conjugated streptavidin. Positions of core histones are indicated.
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Figure S4. The 603 nucleosomes form a high barrier to human Pol II. hPol II elongation complexes were

assembled and the nucleosomes transcribed in the presence of various concentrations of KCl as described in

Figure 1a. Analysis of pulse-labeled RNA by denaturing PAGE. The positions of the paused and the run-off

transcripts in the gel are indicated.
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Figure S5. Analysis of time-courses of transcription through chromatin in the presence or in the absence of

hPARP using KinTek software: fit with the model.
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Figure S6. PARP1 does not induce DNA displacement from nucleosomes in absence of transcription. (a)

Nucleosomes assembled on end-labeled DNA were incubated in the presence of PARP1, NTPs and/or NAD+ in

the absence of Pol II as described in Figure 4a. Analysis in non-denaturing gel. (b) The amounts of histone-free

DNA produced after transcription was quantified as described in Figure 4b.
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