
 

 

 

 

 

    

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Hydrogen bonds analysis of best docked complexes. (A) Mprotease- griseofulvin (M1), (B) 
Mprotease-142550537 (M7), (C) Mprotease-144564153 (M9), (D) ACE2-griseofulvin (A7), (E) ACE2-
132286359 (A9), (F) ACE2-46844082 (A3), G) RBD-griseofulvin (Rb1), (H) RBD-125429633 (Rb9), (I) RBD-
56950846 (Rb3), (J) RdRp-griseofulvin (Rd7), (K) RdRp-73331209 (Rd2), (L) RdRp-118254151 (Rd6).  


