Figure S1 The KEGG enrichment analysis of DEGs in ZmBES1/BZR1-3 expressing lines
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Figure S2 The KEGG enrichment analysis of DEGs in ZmBES1/BZR1-9 expressing lines
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Figure S3 Multiple alignments of bHLH domain of ZmBES1/BZR1-3, ZmBES1/BZR1-9 and
their homologs from Zea mays, Arabidopsis thaliana, Oryza sativa and Glycine max.
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ZmBES1/BZR1-1 TRVFP TWRERE NNRRRERRRR I KIF L RAY NYNLPK HCDNNEVLK LCNEA WTVE D TTYR
ZmBES1/BZR1-2 RVFTWRERE NNKRRERRRR I KIF L RAH YKLPK HUDNNEVLK LCNEA WVVE o YR
ZmBES1/BZR1-3 REPSWREREN NNORRERRRR VVASRIF L RRY NYALPR HYDNNVVL LCEEA ‘WTVE D YR
ZmBES1/BZR1-4 NRRR/AREEKE RTK/VRERQRR IT RIL L RQH NYRLR RADINEVY I LAREA WVWVL FPD TTFP
ZmBES1/BZR1-6 QEREREREKE RTKLRERHRR IT RML L RQH NFPLF RADMNDYL LAR wTva PD FR
ZmBES1/BZR1-7 RTPTWKERE NNKRRERRRR I KIFT L RAL NYKLPK HCDNNEVLK LCREA WVVE DD YR
ZmBES1/BZR1-8 VRKFPSWRERE NNRRRERRRR VIWSRIFA L RKH NYALPR QUDNNIVL LCEEA WTVE AD IYR
ZmBES1/BZR1-9 RVFPTWRERE NNRRRERRRR I KIFT L RAH NYALRR HCDNNDVLK LCEEAWTVE FD YR
ZmBES1BZR1-10 RTFPTWKERE NNKRRERRRR I KIFT L RAL NYKLPK HCDNNEVLK LCREA WVVE DD TTYR
ZmBES1/BZR1-11 RVUPTWRERE NNKRRERRRR I KIF L RAH YKLPK HCDNNEVLEK LCNEA WVVE PD TTYR
ABZR1 RRKFSWRERE NNRRRERRRR W KI¥YT L RAQ DYNLPK HCDNNEVLK LCVEA WVVE ED YR

AIBES1T RRKPSWRERE NNRRRERRRR AVAAKIYT L RAQ NYNLPK HCDNNEVLKA LCSEA WWVE ED YR
ABEH1 RMPTWKERE NNKKRERRRR I KIFT L RSQ NYKLPK HUDNNEVLK LCLEA WIVH ED YR
MBEH2Z RTFTWKERE NNKKRERRRR I KI¥S L RAQ NYKLPK HCDNNEVLK LCLEA WIVE DD TTYR
ABEH3 -RTPTWKERE NNKRRERRRR I KIF L RIH NFKLPK HCDNNEVLK LCNEA WTVE DD TTYR

AMBEH4 -RUPTWRERE NNKRRERRRR I KIFT L RMY NYELPK HCDNNEVLK LCNEA'WIVE PD.TTYR
AIBMYZ KREREKEKE RTKLRERHRR ITSRMLA L RQY NFPLF RADMNDV I LAREA WSVE AD YR
0OsBZR1-4 WRERE NNRRRERRRR I KIY L RAY NYTLPK HCUDNNEVLK LCNEA WTVE o YR
0sBZR1-1 WKERE NNKRRERRRR I KIFT L RAL NYNLPK HCDNNEVLK LCREA WVVE DD TTYR
0sBZR1-3 "WWRERE NNRRRERRRR I KlY L RAY NYNLPK HCDNNEVLK LCNEA WTVE PD TYR
OsBES1-1 WRERE NNKRRERRRR [ KIFA L RAH YKLPK HCDMNEVLKA LCNEA WWVE PD YR
GmBZR1-2 SWRERE NNRRRERRRR [ KI1¥S L RAQ NFNLPK HCDNNEVLKA L EA WCVE ED YR
GmBZAL3 WRERE NNRRRERRRR I KI¥S L RAQ NYNLPK HCDNNEVLK L EA WTVE ED YR
GmBES1-4 SWRERE NNRRRERRRR ISAKIYS L RAQ NYNLPK HCDNNEVLK L EA WAVE ED TTYR
CsBZR2 LRHPTARERE NNRQRERRRR QVATRIY L R YALPK HADQNDVLR L. E ¥YLVD DD NVSR
0sBAM EREREREKE RTKLRERHRR ITSRMLS L RQH NFPLF RADMNDYL LAR WTVH PD 'FR
GmBEHL1 RLPTWKERE NNKRRERRRR I KI¥T L RAQ NYKLPK HCDNNEVLK L EA WIVE ED ¥R
GmBZ2 "SWRERE NNRRRERRRR I KI¥S L RAQ NFNLPK HCDNNEVLK L EA WCVE ED TYR
GmBZR1-4 WKERE NNKKRERRRR I KIF L RMY NFKLFPK HTUDNNEVLK LCNKA WTVE PD TTYR
GmMBES1-6 RLPTWKERE NNKRRERRRR I KI¥T L RAQ NYKLPK HCDNNEVLK L E VIVE EDC"TTYR
GmBES1-8 RLFPTWKERE NNKRRERRQR [ KI¥YT L RAQ NYKLLK HCDNNEVVKA L EV WIVE ED Ya
GMBES1-9 -RQF TWKERE NNKRRERRRR I KIFS L RMY NYKLPK HCDNNEVLK LCNEA WTVE D YR
GmBES1-10 -RQFPTWKERE NNKRRERRRR I KIFS L RMY NYKLPK HCDNNEVLK LCNEA WTVE D TYR
GmBES1-11 -RLPTSKERE NNKRRERRRR I KIF L RMY NFKLPK HCDNNEVLK LCNEA WTVE PD TTYR
GmBES1-13 KKEREKEKE RTKLRERHRR I TSRML L RQY NFPLP RADMNDVL LAREA WVVD D TTYR
GmBES1-15 RRSRFPLEEKE RTKLRERRRR I RIL L RRH NYNLRV RADINDVI LAREA WVVL PD STFP
GmBAM7 RRSRFPLEEKE RTKLRERRRR [ RILA L RRH NYNLRV RADINDVI LAREA WVVL PD Ef
GmBANE KKEREKEKE RTKLRERHRR I TSRML L RQY NFFLP RADMNDVL LAREA WVVD D TTYR
Consensus XRXPTWXERE NNKRRERRRR AJAAK|XAGL RAXGNYXLPK HCDNNEVLKA LCXEAGWXVE XDGTTYR
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