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Figure S1: (A) Cartoon representation showing the two different binding sites of irisin for fluoxetine.
(B) Cartoon representation showing the two different binding sites of irisin for
memantine. (C) Cartoon representation showing the binding site of irisin for galantamine.



Mode Affinity Mode Affinity Mode Affinity
(kcal/mol) (kcal/mol) (kcal/mol)
1 -5.6 1 -5.7 1 -5.6
2 -5.6 2 -5.4 2 -5.6
3 -5.6 3 -5.4 3 -5.6
4 -5.3 4 -5.3 4 -5.3
5 -5.2 5 -5.3 5 -5.2
6 -5.1 6 -5.2 6 -5.1
7 -5.1 7 -4.9 7 -5.1
8 -5.0 8 -4.9 8 -5.0
9 -5.0 9 -4.8 9 -5.0

Table S1. Possible binding modes of (A) Fluoxetine, (B) Memantine and (C) Galantamine with irisin

and their affinity scores.




