
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Dot plot analysis of 679 hifiasm output contigs mapped on the final Tfree1.0 assembly. The dot 
plot shows that the Tfree1.0 assembled sequence is covered along its entire length by hifiasm contings, 
many of which are mapped to regions of highly repetitive DNA (indicated by dark blocks).   
      

         

         

         


