Anticoagulant oligonucleotide-peptide conjugates: identification of thrombin
aptamer conjugates with improved characteristics
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Figure S1. Melting profiles of TBA OPCs (295 nm) in 10 mM sodium cacodylate (pH 7.2) and 100 mM
KCI at an oligonucleotide concentration of 5 uM
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Figure S2. RMSD data for TBA-OPC complexes with thrombin.
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Figure S3. Snapshots of thrombin complexes with TBA-FYW, TBA-WSY, TBA-FNW, and TBA-YWN
(full size) at 80 ns.
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Figure S4. Geometrical parameters and energy of interaction between selected residues for TBA-

YWN complex with thrombin.
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Figure S5. Geometrical parameters and energy of interaction between selected residues for TBA-
SFN complex with thrombin.
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Figure S6. Geometrical parameters and energy of interaction between selected residues for TBA-

FYW complex with thrombin.
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Figure S7. Geometrical parameters and energy of interaction between selected residues for TBA-

FNW complex with thrombin.
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Figure S8. Geometrical parameters and energy of interaction between selected residues for TBA-

WSY complex with thrombin.
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Figure S9. MALDI mass spectra of TBA OPCs.
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