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Supplementary Figure S1. Levels of gene expression of members of the classical components of the 

renin-angiotensin system in head and neck squamous cell carcinoma (HNSCC). Data from the TCGA 

HNSCC study (21 datasets, n=604 samples, 566 RNA sequenced) was used to investigate the expression 

of angiotensinogen (AGT) (A), ACE (B) and angiotensin receptor type 1 AT1 (AGTR1) (C) along 

distinct anatomic locations of HNSCC. Analyses were performed with the UCSC Xena browser. 


