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ATGGGCAGCAGCCATCATCATCATCATCACAGCAGCGGCCTGGTGCCGCGCGGCAGCCATATG

Protein AT CDALST FRQSKWITINHRBSACAILIHNC CTILIAIKTEGTYK
Original 1  GCCACTTGCGACGCACTCAGCTTCCAATCCAAGTGGATCACCATAAACCACTCAGCATGCGCCATCCACTGCATCGCCAAAGGATACAAG
Optimized GCCACCTGCGATGCCCTGAGTTTTCAGACCAAATGGAT TACCATTAATCATAGTGCATGCGCAATTCATTGCAT TGCCAAAGGTTATAAA
Protein G ¢GQCKNTVCHCREKGGGGSGGGGESGEG6EG6G6S AT
Original 91 GGTGGTCAATGTAAGAACACTGTCTGTCACTGCAGGAAGGGCGGCOGTGETAGCGGCGGCGOTGGTAGCCCCGGCGGTCGTAGCGCCACT
Optimized GGOGGTCAGTGCAAARATACCGTGTGTCATTGCCGCAAAGGCGGCGGTGGTAGCGGCGGCGGTGRTAGCGGCGGCGETGGTAGCGCCACT
Protein CcCDALSFQSEKWITINIHSACATILIHNCIAKTEGYKTG GG
Original 181 TGCGACGCACTCAGCTTCCAATCCAAGTGGATCACCATAAACCACTCAGCATGCGCCATCCACTGCATCGCCAAAGGATACAAGGGTGGT
Optimized TCCGATCCCCTCAGTTTTCAGACCAAATCCAT TACCAT TAATCATAGTGCATGCGCAAT TCATTGCAT TCCCAAAGGTTATAAAGGCGGT
Protein Q CKNTVCHCRIEKGGGGSGGGGSGG6G6G6SATCD
Original 271 CAATGTAAGAACACTGTCTGTCACTGCAGGAAGGGCGGCGGTGGTAGCGGCGGCGGTGGTAGCGCCEGCGETGGTAGCGCCACTTGCGAC
Optimized CAGTGCAAAAATACCGTGTGTCATTGCCGCAAAGGCGGCGGTGGTAGCGGCGECGGTGGTAGCGGCGGCGGTGETAGCGCCACCTGCGAT
Protein AL SFQSKWITTINHSACATIHRTCTIAKTEGYZ KTEGTG GA QTC
Original 361 GCACTCAGCTTCCAATCCAAGTGGATCACCATAAACCACTCAGCATGCGCCATCCACTGCATCGCCANAGGATACAAGGGTGGTCAATGT
Optimized GCCCTGAGTTTTCAGAGCAAATGCAT TACCAT TAATCATAGTGCATGCGCAATTCATTGCAT TGCCAAAGG TTATAAAGGCGGTCAGTGE
Protein KNTVCHTCRK *

Original 451 AAGAACACTGTCTGTCACTGCAGGAAGTAG

Optimized AAMAATACCGTGTGTCATTGCCGCAAATAACTCGAG

Figure S1. The optimized sequence of CcDef2. The box indicates the 6xHis tag. The thrombin site is shaded
and the red arrow represents the cleavage site. Mutated nucleotides are shown in red and linkers in blue.
Restriction endonuclease sites (Nde I and Xho I) are indicated using underlines and the asterisk denotes

the stop codon.



