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Figure S1. Significantly altered genera in ileum mucosa in HFD relative to chow-fed mice. Ldlr-/-.Leiden mice were fed a chow
reference diet (Chow) or a NASH-inducing high-fat diet for 28 weeks. Graph shows the abundance of genera that were significantly
altered by HFD feeding relative to chow.
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Figure S2. Significantly altered genera in colon mucosa in HFD relative to chow-fed mice. Ldlr-/-.Leiden mice were fed a chow
reference diet (Chow) or a NASH-inducing high-fat diet for 28 weeks. Graph shows the abundance of genera that were significantly
altered by HFD feeding relative to chow.
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Figure S3. Significantly altered genera in ileum mucosa in HFD + Akk vs. HFD. Ldlr-/-.Leiden mice were fed a NASH-inducing high-
fat diet without (HFD) or with supplementation of heat-inactivated A. muciniphila (HFD + Akk) for 28 weeks. Graph shows the
abundance of genera that were significantly altered by treatment with heat-inactivated A. muciniphila relative to HFD controls.
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Figure S4. Significantly altered genera in colon mucosa in HFD + Akk vs. HFD. Ldlr-/-.Leiden mice were fed a NASH-inducing
high-fat diet without (HFD) or with supplementation of heat-inactivated A. muciniphila (HFD + AKkk) for 28 weeks. Graph shows
the abundance of genera that were significantly altered by treatment with heat-inactivated A. muciniphila relative to HFD controls.



