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Table S1. PsoRPM3'’s IP result.
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Figure S1.In situ probe primer specific detection of all effectors. Through gel electrophoresis, a single target amplified by the in situ probe primers of MiGST_N_4 (288bp),
MiEFh (354bp), MiACPS (388bp), MiCal (304bp), MiTSPc (302bp) was detected between 250 bp and 500 bp.



