
Supplementary material 3 

Prediction of nuclear localization signals in putative Z-DNA/Z-RNA binding proteins, cNLS 

Mapper webserver was used (http://nls-mapper.iab.keio.ac.jp/cgi-

bin/NLS_Mapper_form.cgi) with cut-off score equal to 3 

 

>sp|O35047|HOP2_MOUSE Homologous-pairing protein 2 homolog OS=Mus musculus OX=10090 

GN=Psmc3ip PE=1 SV=1 
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>sp|P15927|RFA2_HUMAN Replication protein A 32 kDa subunit OS=Homo sapiens OX=9606 

GN=RPA2 PE=1 SV=1 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



>sp|Q12018|CDC53_YEAST Cell division control protein 53 OS=Saccharomyces cerevisiae (strain 

ATCC 204508 / S288c) OX=559292 GN=CDC53 PE=1 SV=1 

 

 

 

 

 

 

 

 



>sp|Q13616|CUL1_HUMAN Cullin-1 OS=Homo sapiens OX=9606 GN=CUL1 PE=1 SV=2 

 

 

 

 

 



>sp|Q9UJX6|ANC2_HUMAN Anaphase-promoting complex subunit 2 OS=Homo sapiens OX=9606 

GN=ANAPC2 PE=1 SV=1 

 

 

 

 

 

 

 

 



>sp|Q12158|SCC1_YEAST Sister chromatid cohesion protein 1 OS=Saccharomyces cerevisiae (strain 

ATCC 204508 / S288c) OX=559292 GN=MCD1 PE=1 SV=1 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



>sp|Q12440|APC2_YEAST Anaphase-promoting complex subunit 2 OS=Saccharomyces cerevisiae 

(strain ATCC 204508 / S288c) OX=559292 GN=APC2 PE=1 SV=1 

 

 

 

 

 



>sp|Q921X6|RPC6_MOUSE DNA-directed RNA polymerase III subunit RPC6 OS=Mus musculus 

OX=10090 GN=Polr3f PE=1 SV=1 

 

 


