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Supplementary Figure S1. Principal component analysis (PCA) of proteomic data. Biological and technical
replicates obtained for (A) S. baltica, (B) A. fischeri and (C) V. harveyi grown at low (green dots), optimal (orange
dots) and high (red dots) salinity are presented.
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Supplementary Figure S2. Heatmaps of abundance of selected translation-related proteins in S. baltica, A. fischeri,
and V. harveyi following low and high salinity stress. In the header, up and down arrows indicate low and high
salinity conditions, respectively. The hue of blue or red colors indicates the expression level (logz-transformed
fold change (FC) values) of selected proteins relative to optimal salinity; the corresponding gene names are used
to designate proteins. Exact protein fold change values can be found in the Supplementary Table S2.



