Table S7a. Conservation in diatoms of the H. sapiens a-tubulin post-translationally modified residues. Large taxa are highlighted in color: green —

Coscinodiscophyceae; red — Mediophyceae; orange — Bacillariophyceae, Urneidophycidae; blue — Bacillariophyceae, Fragilariophycidae; purple —

Bacillariophyceae, Bacillariophycidae.

Posttranslational modification sites

ID Acetylation | Detyrosination Phosphorylation | Ubiquitinylation | Palmitoylation | Polyglutamylation Interacting residues Polyglycylation
providing filament rigidity
K40 C-terminal Y451 Y432 K304 C376 E443 E445 K60 H283 E446 E448
HsTala K Y Y K C E E K H E G
Outgroup
TdTa2b A Y Y A C E E K H D G
TdTa2a K E Y K C E E K H E




Group a2

| |
AwsTalb | K | .Yy | Yy | X | ¢ | D | E | K | _H | E | D |

Group a3 («3.1)

 PaTal | 1 | vy | v | x | ¢ | E | E | K | H | D | D |
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Table S7b. Conservation in diatoms of the H. sapiens (3-tubulin post-translationally modified residues. Large taxa are highlighted in color: green —
Coscinodiscophyceae; red — Mediophyceae; blue — Bacillariophyceae, Fragilariophycidae; purple — Bacillariophyceae, Bacillariophycidae.

Posttranslational modification sites

AusTb

Acetylation Polyamination | Phosphorylation | Polyglutamylation | Polyglutamylation/ | Polyglutamylation Polyglycylation
Polyglycylation
ID K252 Q15 5172 E435 E438 E441 E437 E439

HsTbl K Q S E E E E T
Outgroup

TdTb2 K Q S E D D E D
Group p1

PaTb2 K Q S E D E E D




PaTbl
PiTb
ChTb

TdTblb

CpTbl K Q S D E E g E
CpTb2 K Q S D E
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Table S7c. Conservation in diatoms of the H. sapiens y-tubulin post-translationally modified residues. Large taxa are highlighted in color: red —
Mediophyceae; blue — Bacillariophyceae, Fragilariophycidae; purple — Bacillariophyceae, Bacillariophycidae.

SITE S80 $131 T288 S361
HsTgl S S T S
Group v1
Group y2

PtTgl S T A







