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Multiple sequence alignment of insect CCAP precursors. Identical residues between the aligned
sequences are highlighted in black, and conservatively substituted residues in grey. Amino acid position is
indicated at the left and dashes indicate gaps that are introduced to maximize similarities in the alignment. The
signal peptide and CCAP peptide sequence are indicated by dark grey bars. Abbreviations: CCAPpre =
crustacean cardioactive prepropeptide, Schgr = Schistocerca gregaria, Rhopr = Rhodnius prolixus
(ADK73625.1), Drome = Drosophila melanogaster (AGB96226.1), Manse = Manduca sexta (AAL39064.1),
Bommo = Bombyx mori (BAG50376.1).



