Figure S8
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Effects of dsGFP-, dsCCAPpre- or dsCCAPR1/2/3a-injections on the expression of the Halloween
genes in nymphs of the fifth nymphal stage (N5) at the molt cycle moments, IW (inter-wing
distance of at least 1.8 mm) and WP (weight peak). A) Schgr-Spook transcript levels in prothoracic
glands (PG) at N5IW and B) at NSWP. C) Schgr-Disembodied transcript levels in PG at N5IW and D)
at NSWP and 1) at NSWD. E) Schgr-Shade transcript levels in Malpighian tubules (MT) at N5IW and F)
at NSWP. The box plots (min to max) represent data obtained from 5 independent pools of three locusts,
run in duplicate. One-way ANOVA, followed by a Dunnett's Test, on log-transformed data, was
performed as statistical analysis.






