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Figure S1. Gel electrophoresis of PCR amplified full-length of OsJM]715.
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Figure S2. Sequences of nudleotides and deduced amino acids of Os/M]715. The predicted
RNIG domain is in yellow, JmjC domain is in blue, mutated site is noted in red, and the
terminal codon is marked with an asterisk (*¥).
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Figure S4. Generation of rice lines with silencing of OsJMJ715.
(A) The transformation plasmid used in this study. (B) DNA gel-blot analysis of ir/M]
lines and WT plants digesting with EcoRI or Xbal. The blot result was hybridized with a

probe specific for GUS (a reporter gene).



Figure S5. The experimental setup for BPH infestation.

Figure S6. The experimental setup for BPH honeydew excretion measurement.



Table S1. Primers used for PCR.

Name Sequence (5'-...-3)

7150RF-F] CGGGATCCATGGAGATGGAGGAGG

7159RFF-R1T  CGGAATTCTCACCGTTTAGATCTCCCT

7159R-F2  GGGGTCGACATGGAGATGG

7150RF-R2 AAAGGATCCCCGTTTAGATCTCCCT

7158NAiET - CTCTAGTTTATCAAGCTTATCGATGATGAGAAGAAAAGGGTACC
7158N4i-R1T ACCGGGCCCCCCCTCGAGGTCGACCATTTGTTCTTATCITGC
715/NAE2 TGCTCTAGACATTTGTTCITATC

715RNAiR2 AAAGGATCCGATGAGAAGAAAAG

7159%m_F TCCCCCGGGATGTGCCACCAGTGTCAAAGAA

715%m-R ATAAGAATGCGGCCGCACGTCTAAACTCTCCGGTC

7069%m-F TCCCCCGGGATGCAACAGGTG

706%m-R ATAAGAATGCGGCCGCCTAGGTTTGCTC

715RING_F AAAGGATCCATGGATGAGCAC

715RNG-R  AAAGAATTCTCCTGGAATCTCA

715¢2085.F  CACCAGTGTCAAAGAAATGACAAAG

715¢2085-R CTTTGTCATTTCTTTGACACTGGTGACT

715¢211.F  CAAAGAAATGACAAAGGGAGGGTGA

715¢2118.R  CCTCCCTTTGTCATTTCTTTGAGA




Table S2. Primers used for qRT-PCR.

Gene TIGRID Forward primers (5'-...-3") Reverse primers (5'-...-3)

OsACT Os03g50885 TGGACAGGTTATCACCATTGGT CCGCAGCTTCCATTCCTATG

Os]M]715 Os03g31594 AGCTTCGCAAAGGTGAGATT GACCTCTCICTTCCCACTGC




