Supplementary Figures S1 and S2
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Figure S1. Pathways related to the main miR-34a targets (BCL2, MET, NOTCH1, and SIRT1), selected
from in silico analysis (the figure was generated using the GeneMANIA website tool,
https://genemania.org/).
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Figure S2. Pathways related to the main miR-21 targets (PDCD4, PTEN, and RECK), selected from in silico
analysis (the figure was generated using the GeneMANIA website tool, https://genemania.org/).



