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Table S1. Basic information of the NAC genes in Juglans mandshurica.

Number of
. Molecular Theoretical CDS
Gene ID Gene name aalzlil(rllso weight (MW) pI(pl) Length S  Chromosome

Nu
rna-Jman001T0042200.1 JmNACO001 464 51770.78 5.92 1395 cle 1

us

Nu
rna-Jman001T0254600.1 JmNAC002 294 33902.24 8.36 894 cle 1

us

Nu
rna-Jman001T0145400.1 JmNACO003 236 27427.79 5.46 711 cle 1

us

Nu
rna-Jman001T0042300.1 JmNACO004 552 62027.19 4.58 1659 cle 1

us

Nu
rna-Jman001T0289300.1 JmNACO005 378 43706.81 5.74 1137 cle 1

us

Nu
rna-Jman002T0279700.1 JmNAC006 651 74177.15 5.56 1956 cle 2

us

Nu
rna-Jman002T0020400.1 JmNACO007 294 33858.11 5.87 885 cle 2

us

Nu
rna-Jman002T0331500.1 JmNACO008 265 29434 .45 4.85 798 cle 2

us

Nu
rna-Jman002T0228100.1 JmNACO009 359 40114.85 4.83 1080 cle 2

us

Nu
rna-Jman002T0349500.1 JmNACO010 267 30729.09 9.31 804 cle 2

us

Nu
rna-Jman002T0309700.1 JmNACO11 558 61752.87 6.62 1677 cle 2

us

Nu
rna-Jman002T0344800.1 JmNACO012 387 43760.68 6.74 1164 cle 2

us

Nu
rna-Jman002T0069800.1 JmNACO013 466 52477.28 6.6 1401 cle 2

us

Nu
rna-Jman002T0226100.1 JmNACO014 132 15770.41 9.6 399 cle 2

us

Nu
rna-Jman002T0260300.1 JmNACO015 332 38409.99 6.31 999 cle 2

us

Nu
rna-Jman002T0328200.1 JmNACO016 309 34511.73 4.88 930 cle 2

us

Nu
rna-Jman002T0139300.1 JmNACO017 249 28051.61 941 750 cle 2

us

Nu
rna-Jman002T0231700.1 JmNACO018 195 22452.25 4.81 588 cle 2

us
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Table S2. Primer sequences of ]. mandshurica.

Gene name Forward primer (F) Reverse primer (R)
18s RNA GAGGTAGCTTCGGGCGCAACT GCAGGTTAGCGAAATGCGATAC

JmNACI105 GACCCATCAGCTTTCCTCTTCACCC AGTCAGGCCATCTCTCAACCTCAGT
JmNAC104 ATGCGATTACTTGATGGGGAAGGCC ACCAAGATGATGATGAGGGGATCGA
JmNAC108 CGGTGGCGATGGTCCCTTTCTTAAA TTGCTTCCCGATACTGCCCTTCTTG
JmNACO85 TGGTACTTCTTTAGCCCGCGTGATC AAACACCAGAGCTTTCTTCACCCCA
JmNACO001 CGGTTTCTCCTCCATTTGATCCTGCT GCGAATCATGGTTTGGGCACTCATC
JmNACO045 TGCGTCGTGGGTCAAGCTTAATCTT CCACTCCTTTTCACCGTACAGAGCC
JmNACO23 AACGAGTGGTACTTCTTTAGCCCGC ACACAAGAGCTTTCTTCACCCCAACA
JmNACO71 TGGGTTGTCTGCAGAGTTTTCCACA ACAGCTAGGCCTTTCGTTGTTGGAA
JmNACO19 TCATCAATGATCACCGGCGACCAAT TCTCCTCCCACTTGGCTTCACTTTG
JmNACO010 CTCTATCCCATTGCCGGCTTCAGTC ACAAACACACACACACACACACCT
JmNAC097 TCAAAGTGAACCCATAACTCAGCGG TTTTACTGTCGGAACCTCGGAACCC
JmNACO59 TCTTTTCGCCTAGGGACCGGAAGTA TGCCGGAGTAAAACACAAGAGCCTT
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Figure S1. Synteny analysis of NAC genes in ]. mandshurica and five representative plant species. Grey lines in the back-
ground indicate collinear blocks within J. mandshurica and other plant genomes, whereas blue lines highlight syntenic

JmNAC gene pairs.



