297bp F'BLN2L
156bp FBLN2S

Figure S1. The mRNA expression of FBLN2 long and short isoforms in normal human bronchial

epithelial cells and a panel of lung cancer cell lines using RT-PCR analysis.
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Figure S2. Protein expression of FBLN2 after demethylation treatment with 5 uM of 5-aza-2'-
deoxycytidine (DAC) in NSCLC cells H157, H2030, and A549.
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Figure S3. Methylation status of FBLN2 at CpG sites 51-91.
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Figure S4. Validation of the primers used for MSP in lung cancer cell lines.



S5 250000 300000

207324 248868
200000 250000
188137

150000 123411 200000
3 98832 = 150000 139600
5 100000 58367 S 100000
S 50000 . g 52415

1 6 3 S 50000
Z
g o 2, Lo -
= VN S > 2 » e n 5 > A S
A A N & 3 3 'S = v 2 b2l . M
L ¥ o & ¢ G S S AT Y
N & &3 o & rd ad i & & 3§ &
Qc @ c,Q o < < < Q$ Q‘\ é% Q‘\“ Q® o o
& o < 3> ) o & % $ & N N " S5

- - & & N & & o o8 o8 & Q & &

> > U < > > 0 & A o 9 N

Q DN & g & Vo9

H1299 H2170

Conl Con8 Conl2 Fl Fl4 F19 F21 Con2 Con3 ConS F4 ‘F7 F19  F22
o —— Y -

FAC s —— — G —— - e e v g - .

Figure S5. mRNA and protein expression of FBLN2 after stable transfection with the FBLN2

expression vector.
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Figure S6. Selected panel of cell adhesion molecules and ECM-associated genes for the expression

analysis.
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Figure S7. mRNA expression of FBLN2 after siRNA transient transfection in H1650 cells, mRNA
expression level compared to GAPDH in cells transfected with siRNA-Control was set to 1.0. *** p <
0.001.



S8 miRNA Name Cat. No. (Qiagen)

1 miR-29a-3p YP00204698
2 miR-29b-3p YP00204679
3 miR-1-3p YP00204344
4 miR-19a-3p YP00205862
5 miR-199a-5p YP00204494
6 miR-9-3p YP00204620
7 miR-200b-3p YP00206071
8 miR-155-5p YP00204308
9 miR-125b-5p YP00205713
10 U6 snRNA YP00203907

Figure S8. The list of miRNAs analyzed in this study.
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Figure S9. Western blotting of exosome markers CD63 and CD9 in both cell lysates and isolated
exosomes of H2170 and H1299 cells. 3-actin was used as loading control for proteins isolated from

the cell lysates.
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Figure S10. (a) Schematic profile of the FBLN2 CpG islands (http://dbcat.cgm.ntu.edu.tw/). (b)
Primers used for BS (black underlined) and MSP (green underlined) are indicated within the CpG
island spanning from -280 to +384 bp (Chr.: 13565409-13566075).



