Supplementary Figure S1
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Figure S1: Pan-cancer analysis of APOBEC3 family somatic mutations and copy number
variation (CNV) in TCGA cancer. (A) The profile of SNV of APOBEC3 family in cancers.
(B) Summary of APOBEC3 family mutation classes in cancer. (C) Oncoplot provides the
situation of the SNV of APOBEC3 family in TCGA cancer. (D)Types and proportion of
copy number variation in APOBEC3 family in TCGA cancer.



