
Figure S1 

 

Figure S1: Unsupervised hierarchical clustering analysis for quantified proteins from 

postmortem cerebellum of 14 healthy control samples. The table below it shows the gender. 

The graphs show the tissue-related features of each healthy control sample. M: Male, 

PMD: Postmortem time delay.  

 

C8 C7 C4 C14 C12 C10 C9 C11 C13 C2 C6 C5 C3 C1

Gender
H H H H H H H H H H H H H H

Age
71 72 65 75 77 63 76 85 70 56 85 56 47 77

PMD
5.2 8.7 5.2 7.5 2.9 8.0 4.2 3.7 3.7 3.8 4.7 7.1 4.9 6.3

pH
6.0 5.8 6.5 6.0 6.5 7.0 8.0 7.5 7.0 6.0 6.8 7.0 6.0 6.2

AD
II II I II II I II II I 0 III I 0 III

C8 C7 C4 C14 C12 C10 C9 C11 C13 C2 C6 C5 C3 C1

Gender  M M M M M M M M M M M M M M
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