Supplementary Table S4. The statistics results of MRM results.

Peak Area Ratios
Gene ) P-values
Name Lateral M. (n=12) Medial M. (n=12)

Median 95% CI SD Median 95% CI SD Lvs.M
A2M 4.0 3.435106.516 58.3 11.7 5.033 to 18.811 81.0 0.339
ABI3BP 24.5 19.539 to 45.522 83.1 26.3 20.446 to 51.619 19.4 0.720
ACAN 219.5 112.859 to 356.003 133.7 185.2 114.707 to 351.088 142.5 0.346
ADIPOQ 119.3 98.197 to 156.065 49.9 181.0 106.322 to 321.616 133.6 0.045
AEBP1 19.6 16.907 to 24.948 62.4 18.0 14.017 to 25.151 8.3 0.206
AGT 3.8 3.300 to 4.900 8.7 11.7 4.612 to 18.461 79.8 0.072
AMBP 3.9 3.069 to 5.065 23.2 11.7 5.236 to 17.678 82.7 0.370
ANGPTL2 27.7 11.617 to 47.564 20.4 34.5 15.717 to 60.003 24.0 0.208
ANGPTL7 12.7 7.390 to 18.448 27.5 20.9 9.852 to 47.977 20.9 0.352
ANXALI 84.5 56.885 to 115.642 35.8 110.1 47.493 to0 162.478 61.9 0.592
ANXA2 153.5 105.100 to 188.043 51.5 143.7 120.415 t0 216.994 116.2 0.753
ANXA4 271.2 210.798 to 354.665 82.2 313.5 100.866 to 463.536 185.5 0.722
ANXAS 143.6 105.154 to 163.748 596.8 155.6 114.050 to 240.632 119.9 0.959
ANXAG6 6.0 4317t09.214 78.8 11.0 6.097 to 14.393 43 0.666
ANXA7 1.9 1.335 to 4.031 2.8 4.1 2.537 to 5.268 1.8 0.157
ASPN 187.5 68.271 t0 329.361 142.9 184.6 110.091 to 365.012 145.4 0.937
BGN 72.9 42.548 t0 99.993 32.6 77.6 49.813 to 189.733 186.8 0.119
C1QcC 11.4 6.767 to 21.815 25.6 26.6 15.668 to 44.455 14.8 0.153
CHAD 70.9 48.125 to 103.898 49.6 75.8 56.200 to 179.391 182.8 0.286
CILP 22.1 19.986 to 26.547 39.3 17.7 14.442 t0 30.324 9.7 0317
CLEC3B 6.6 5.735t0 11.214 46.8 10.5 6.886 to 14.220 3.8 0.414
COL14A1 21.1 13.321 to 28.324 20.6 4.2 2.100 to 56.034 413 0.559
COLI15A1 17.6 12.673 to 35.252 50.6 3.1 1.517 to 50.606 40.9 0.469
COL18A1 20.4 11.104 to 30.744 24.0 37.9 2.335 t0 92.531 52.3 0.017
COL6ALI 22.5 17.225 t0 29.354 14.9 26.4 19.446 to 49.470 19.8 0.587
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