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Supplementary Materials for



Supplementary Figure S1

Figure S1. FANCD2 and FANCA recruited to DNA interstrand crosslinks induced by MMC. U2OS 

cells untreated or treated with 1μM mitomycin C for 24 hours were immunostained using anti-FANCA, anti-

FANCD2, and γH2AX as primary antibodies and secondary antibody (green;FANCA, red;FANCD2, 

γH2AX). DAPI was used to stain the cell nuclei (blue). In merge images, co-localization of green and red 

foci displays yellow foci. Over 100 nuclei were observed, and the representative images were presented. 



Supplementary Figure S2

Figure S2. Quantified histograms of Figure 3A and 5A western blot. Each blot images in Figure 3A 

(N=4) (A) and Figure 5A (N=3) (B) are quantified by ImageJ software and the relative protein expression 

was indicated in the bar graph.   
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Supplementary Figure S3

Figure S3. Cell cycle distribution under condition of siChk1 or Chk1 inhibitors. In HeLa (A) and U2OS 

(B) depleted with siChk1 for 24 h and 48 h, cell cycle distribution were explored by FACS analysis. Cell 

cycle proportion of HeLa (C) and U2OS (D) treated with 100 nM AZD7762 or 500 nM MK8776 for 24 h 

were analyzed by FACS. 



Supplementary Table S1

Sample Sequence 5’ → 3’

FANCD2 Sense GCCGACTGAAACAGGGAGAA

Antisense GAGCACACTGGAAACTGGGA

FANCA Sense CCGTGGGTATTCTCTCAGCC

Antisense GGAAGACAGCTTCTTTCTCTGC

FANCG Sense ATACTAGCAAGCAGGGCAGG

Antisense CTTGGCTCCGAGCTATCCAG

FANCL Sense TGGACACCTCAGAGCTCCTT

Antisense TGCACTCCGTGGAGGTTTTT

PML Sense CTGTGGTACAGTCAGTGCCC

Antisense CTCTTCTGGGCTGTCGTTGT

Chk1 Sense TGGTTGACTTCCGGCTTTCT

Antisense AAACCTTCTGGCTGCTCACA

GAPDH Sense GCAAATTCCATGGCACCGTC

Antisense TCGCCCCACTTGATTTTGGA

Table S1. qPCR primer sequences. 
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Figure 5A
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