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Figure S3. Amino acids constituting the ten motifs of the 33 full-length BpeAQP protein
sequences (Figure 2C). Motif analysis was performed with the MEME web server. The statistics of
MEME motifs detected in the AQP multiple alignments are detailed in the next pages of this document.
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MOTIF 1

VFLNHLAAGPISGGSMNPARSFGA MEME-1,
width = 24 sites = 34 1llr = 1338 E-value = 9.2 10-2%,

Simplified pos.-specific probability matrix :
A 1121::7411:::2::::8:1::5

C ssessezezesesecleececcce:
D ssszeseseselecscscsoccs:
E :scsscececesssssssssssee
Fo:d:l:lezez2:szez:lebe:
G :2:::::24:::a43:::::::8:
H ::::3c:cecee2se:
I 1:1:311:3:4::::3::11:11:
K ssscsescsecsssssssssssssee
L 1141161:::1l::::::::::4::
M :12::l:scscscscsbescscsce
N :::d::::11l2:2:22::9::1c:::
P :::2:z:::8:::lizcacsec:d
Q sz
N L
S ssseslecleeSedlesS5ee
T l::ceced::ld:3::::::3:0::
V 61132:1:1:1::::1::11z:::
W sssessessessessssssssseseel
Y :scesceczezecleecececicecoe:

Detailed statistics of MEME motifs detected in the AQP multiple alignments.

Simplified po(sition)-specific probability matrix represents in horizontal coordinate the position of each amino-acid in
the motif and in vertical coordinate the relative occurrence of amino-acid variation in the detected motif. For
instance, in the motif 1, the first amino-acid (left-most column in the matrix) is represented majoritarily by V (6), and
minoritarily by A(1), I(1), L(1) and T(1). Capital letters are IUPAC’s amino-acid one-letter code. a = all sequences show
the same amino-acid. llr = log-likelihood ratio. Colons are meant for visual alignments of each column in the matrix
when using a monospaced font. This statistical approach applies to all of the following 9 motifs.



Motif 2

MEME (no SSC) 29.06.2021 05:37

MOTIF 2

VFVLVYSTAGISGGHINPAVTFGLALARK MEME-2,
width = 29 sites = 31 1lr = 1510 E-value = 2.8 10-344,

Simplified pos.-specific probability matrix
A ::31:11251:2:4::::9:::2:513::



4_
3_
2
DD | "AAL AAL |
< Q LA o \/=R
—~——— Er S I——-— _._VE = N\ = DI"m —
0 ~==—=F"_"—e—__ WHQ &y ".—ATS%:-—AC\!$-=V-E-;:Z—-—',7*: —*f—%}'('_"‘ —
TeSYy® e Te e 2 - g2 ¥ e ek 2 28 a8 NQK 8 &K &R
MEME (no SSC) 29.06.2021 05:49
MOTIF 3

EIIGTFVLVYTVFAAADDKRA MEME-4,
width = 21 sites = 31 1llr = 1150 E-value = 2.6 107255,

Simplified pos.-specific probability matrix :

A s:zszeslescel::d44b51l::

C ::12:z:zeszezlzezezec:
D :ssssssscscscscecdbec:
E as:ssssessezsezszes:
F :2:::a:::5::4:::1c:2:
G :::deszleezeleleczecece
H :sssseseeseezeezeesle:
I :752:::2:2:l::llcccee
K ssscsescsescsesescecescecdd?
L :::1::193::::2:22:1z::::
M :s:slsece2ssscscsce:
N :s:eeeleszezcszeszezel:2
I R R R R VAR
Q ssrzszzszrszoszeszeel
I Y
S ssleesesll3eccce:l
T ::::9:1:::6:11242:2::
V ::41::515:371:3:1::::



Motif 4
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MOTIF 4

GAWDDHWIYWVGPFIGAALAALYYQIILR MEME-3,
width = 29 sites = 32 1llr = 1445 E-value = 9.4 10-312,

Simplified pos.-specific probability matrix :
A :2::::::::12::1263366:1::1:::
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Motif 5

MEME (no SSC) 29.06.2021 05:56

MOTIF 5

ISLLRAPLYIVAQCLGSICGAGLLKGVTN MEME-5,
width = 29 sites = 34 1llr = 1433 E-value = 8.6 10-297.

Simplified pos.-specific probability matrix :
A :::1:511::18:1115:154:2::21::
C sesceeeselecsssebheessde2essecess
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Motif 6

24

MOTIF 6

KDYVDPPPAPLFDPGELTSWSFYRAGIAEFIATLLFLYITVLTVIGYKKQ MEME-6,

width

1.2 10-269.

E-value

50 sites = 10 1llr = 1223

Simplified pos.-specific probability matrix

N



Motif 7
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MOTIF 7

RDSLAEFJATLIIVF MEME-7,
width = 15 sites = 32 1llr = 737 E-value = 3.7 10 11l6.

Simplified pos.-specific probability matrix :
A :33:5:::6:2::::

C ssscscscscscec:
D R
E :ssseeTeszesses:
Fos:::::31::223:a
G :l:l::::2::::3
H :::3:::z2:2::2:::
I :::1::14 342
K 22:::::zszcszez:
L ::24::24::513
M :s:sesssszzezcel
N sssesscessessesee
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Motif 8
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MOTIF 8

YERYGGGANTVSPGYSKGTGL MEME-8,
width = 21 sites = 10 1llr = 451 E-value = 1.6 10-61.

Simplified pos.-specific probability matrix :
A ::2::::8:::l:::::::3:
C sesssessssssssssessese
D :2::s:zscscsclescscde:
E :4:c:z::2:zszszzese
Folesleseseeslecssesscsscosces
G ::::aaa::::::8:::a:7:
H :ssssessesesez2ezsszes:e
I ::2::scsscsslescscscscsecee
K :ssssesssessezeeze8ros:e
L :::3::::::3:z2:2:2::2:a
M :s:l:sscsszsszsscsscezes
N :2:1::::a::3:::2:2::2::
P :srzscszsscezdezcizoe:
Q ss:lescsceszceszcezoszos:
R ::5:sccsccssssssess:
S ssiiliblec:beoccc:
T :2:::::2:4:::2:22:4::
V s:sleece:26:2:::::2::
W sssesssssssssssszssses
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MOTIF 9

VVPGQGDQEFPTSFEKCEAQNFRTKFLVSVGAHEYFSPEMW MEME-9,
width = 41 sites = 3 1llr = 371 E-value = 1.6 10-050.

Simplified pos.-specific probability matrix :



Motif 10
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MOTIF 10
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CGTVGILGIAWAFGG MEME-10,

width = 15 sites = 10 1llr = 346 E-value = 2.3 10-48.

Simplified pos.-specific probability matrix :
A :2:::::::aac::



