
Figure	S4.	Manual	analysis	of	the	BpeXIP2	group	leading	to	the	theoretical	redefinition	of	a	BpeXIP2;1	used	in	this	work.	
This	manual	reconstruction	took	into	account	orthologous	sequences	from	B.	platyphylla	and	B.	nana	species,	and	related	reads	from	the	
RNA	sequencing	used	for	the	transcriptional	expression	analyses.	
The	original	B.	pendula	sequences	which	were	retrieval	in	the	public	databases	(CoGe,	NCBI)	are	:	Bpev01.c2937.g0004	for	a	full-length	
sequence	(named	in	this	Figure	BpeXIP2;1),	and	Bpev01.c1577.g0027	for	a	truncated	sequence	(named	in	this	Figure	BpeXIP2;1-like,	“-
like”	in	reference	to	a	pseudogene	sequence).	
The	redefined	“BpeXIP2;1”	sequence	used	for	this	work	was	named	BpeXIP2;1.	
	
                               10        20        30        40        50        60        70        80        90       100       110  
                                |         |         |         |         |         |         |         |         |         |         |  
BpeXIP2;1              MAQNVQRVEDEESLYVGSRVQPEGNRNTSKLSEILGLEEFFSLNVWRASLAELLATAIFVFVVDTIVISSFETKMESPKLIMSLLIAIITAILLLAANPVSGGHINPVIT  
BpeXIP2;1              MAQNVQRVEDEESLYVGSRVQPEGNRNTSKLSEILGLEEFFSLNVWRASLAELLATAIFVFAIDTIVISSFETKTESPKLIMSLLIAIITAILLLAANPISGGHMNPAIT  
BPlaty_Chr09G20962     MAQNVQRAEDEESLPDQRRFE-EGNRNTSKLSEILGLEEFFSLNVWRASLAELLATAIFVFVVDTIVISSFETKMESPKLIMSLLIAIITAILLLAANPVSGGHINPVIT  
Bnana_CAOK010027221    MAQNVQRAEDEESLPDQRRFE-EGNRNTSKLSEILGLEEFFSLNVWRASLAELLATAIFVFVVDTIVISSFETKMESPKLIMSLLIAIITAILLLAANPVSGGHINPVIT  
BpeXIP2;1_like         --------------------------------------------VWRASLAELLATAIFVFVVDTIVISSFETKMESPKLIMSLLIAIITAILLLAANPVSGGHINPVIT  
BPlaty_Chr09G20935     --------------------------------------------VWRASLAELLATAIFVFVVDTIVISSFETKTESPKLIMSLLIAIITAILLLAANPISGGHMNPAIT  
Bnana_CAOK010205141    --------------------------------------------VWRASLAEFLATAIFVFAIDTIVISSFETKTESPKLIMSLLIAIITAILLLAANPISGGHMNPAIT  
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BpeXIP2;1New           LVAALVGLISVSRAAVYILAQCAGAVLGALALKAVVNNTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASVWIALDHRQARALGKVIIFSVIGI  
BpeXIP2;1              LAAALVGVISVSRAAVYILAQCAGAVLGALALKAVVNSTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASIWIALDHRQARALGRVIIFSVIGI  
BPChr09G20962          LVAALVGLISVSRAAVYILAQCAGAVLGALALKAVVNNTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASVWIALDHRQARALGKVIIFSVIGI  
Bnana_CAOK010027221    LVAALVGLISVSRAAVYILAQCAGAVLGALALKAVVNSTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASIWIALDHRQARALGRVIIFSVIGI  
BpeXIP2;1_like         LVAALVGLISVSRAAVYILAQCAGAVLGALALKAVVNNTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASVWIALDHRQARALGKVIIFSVIGI  
BPChr09G20935          LAAALVGVISVSRAAVYILAQCAGAVLGALALKAVVNSTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASIWIALDHRQARALGRVIIFSVIGI  
Bnana_CAOK010205141    LAAALVGVISVSRAAVYILAQCAGAVLGALALKAVVNNTIEDTFSLGGCTLTVIAPGPNGPISVGLGTSQGLWLEIICTFVLLFASIWIALDHRQARALGRVIIFSVIGI  
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                                |         |         |         |         |         |         |         |         |      
BpeXIP2;1New           VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
BpeXIP2;1              VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
BPChr09G20962          VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
Bnana_CAOK010027221    VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
BpeXIP2;1_like         VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
BPChr09G20935          VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSDSVHKK  
Bnana_CAOK010205141    VVGLLVFVSTTVTGAKGYAGAGMNPARCLGPAIVRGGHLWNGHWVFWAGPSIASVAFYLYTKIIPSQHFHAQGYKHDFLNILKAPFTSGSVHKK  
	


