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Supplementary Figure S1: Expression levels of inflammasome-related genes determined by PCR
Array. RNA from 5 samples extracted in three independent experiments were combined for analysis
on 96-well PCR array and data are presented in a bar chart. A) MG-132 + bafilomycin Al-treated
control-RPEs and IL-la-primed AMD-RPE cells are presented relative to IL-1a primed control RPE-
cells (= 1). B) MG-132 + bafilomycin Al treated control-RPE cells and MG-132 + bafilomycin Al treated
AMD-RPE cells are presented relative to their respective, corresponding IL-1a primed controls (= 1).
Genes are grouped into groups according to the instructions provided by the PCR array manufacturer.



