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Figure S1. Alignment of the BdPepR2 aa sequence with other predicted leucine-rich repeat receptor-like protein kinase
PEPR1/2 proteins from the Poaceae family.

XP_003571653.2 leucine-rich repeat receptor-like protein kinase PEPR2 [Brachypodium distachyon]
KAE8784640.1 Receptor-like protein kinase [Hordeum vulgare]

XP_037434473.1 leucine-rich repeat receptor-like protein kinase PEPR2 [Triticum dicoccoides]
XP_015612899.1 leucine-rich repeat receptor-like protein kinase PEPR2 [Oryza sativa Japonica Group]
XP_025797572.1 leucine-rich repeat receptor-like protein kinase PEPR1 isoform X1 [Panicum hallii]
XP_004983380.2 leucine-rich repeat receptor-like protein kinase PEPR1 [Setaria italica]



