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Figure S1: The selection of Arabidopsis lines overexpressing MdERF100 and relative transcription level
of MAERF100

Supplementary Table S1. qRT-PCR system

Ingredient Volume (puL)
2xChamQ SYBR qPCR Master Mix 10.0

Primerl 0.4

Primer?2 0.4

50xROX reference Dye 1 0.4

cDNA 1.0

ddH»O 7.8

Total 20.0

Supplementary Table S2. Related primers sequence designed in this experiment.

Name Forward (F) and Reverse (R) primer sequence (5°-3”) Purpose
GC-MdERF100-F ATGTACGGACAGAGTGGAGCTGACT Gene clone
GC-MdERF100-R TCAGACCACCAATAACTGCTCGCCA



GC-MdbHLH92-F

GC-MdbHLH92-R

ATGGACCAATATATCCTCAAAGCAT

TCACCTTCCTGGAAATGGAAAACGC

qRT-MdERF100-F TGTTCCTACGGCTTTTCGGT qRT-PCR
qRT-MdERF100-R TGTAATGCTTCCCCTTCGCT

qRT-MdbHLH92-F AAATGAAGCCGAACCAGAC

qRT-MdbHLH92-R TGATGTAGGATTAGCCACC

qRT-MdTubulin-F AGGATGCTACAGCCGATGAG

qRT-MdTubulin-R GCCGAAGAACTGACGAGAATC

qRT-AtNPRI-F GCTCTGCTCGTCAATGGTTATC

qRT-AtNPRI-R GAGGAGTCGGTGTTATCGGTA

qRT-AtPR2-F CGGTACATCAACGTTGGAA

qRT-A4tPR2-R GCGTAGTCTAGATGGATGTT

qRT-AtPR3-F CGCTTGTCCTGCTAGAGGTT

qRT-A4tPR3-R GCTCGGTTCACAGTAGTCTGA

qRT-AtPDF1.2-F TCATGGCTAAGTTTGCTTCC

qRT-AtPDF1.2-R AATACACACGATTTAGCACC

qRT-AtEDSI-F TCATACGCAATCCAAATGTTTAC

qRT-AtEDSI-R AAAAACCTCTCTTGCTCGATCAC

qRT-AtPRS5-F GCACAGAGACACACACAAAA

qRT-A4tPR5-R TGTTCCTTAGAGTGAAGTCTG

Name Forward (F) and Reverse (R) primer sequence (5°-3”) Purpose

qRT-AtActinl-F
qRT-AtActinl-R
MdAERF100-GFP-F-Kpnl
MJERF100-GFP-R-BamHI
MdbHLH92-GFP-F-Kpnl
MdbHLH92-GFP-R-BamHI
MdAERF100-BD-F-EcoRI
MdJERF100-BD-R-BamHI
MdbHLH92-BD-F-EcoRI
MdbHLH92-BD-R-BamHI
MdCSC1-AD-F-EcoRI
MdCSCI1-AD-R-BamHI
MdBIP-AD-F-EcoRI

MdBIP-AD-R-BamHI

TCAATCCAGGAGATGTTTAGG
ACTGCTGGTACTCTGCGACA

acgggggacgagetcggtacc ATGTACGGACAGAGTGGAGCTGACT
ggtgtcgactctagaggatccTCAGACCACCAATAACTGCTCGCCA
acgggggacgagetcggtaccATGGACCAATATATCCTCAAAGCAT
gotgtcgactctagaggatcc TCACCTTCCTGGAAATGGAAAACGC
atggccatggaggcecgaattc ATGTACGGACAGAGTGGAGCTGACT
ccgcetgeaggtegacggatcc TCAGACCACCAATAACTGCTCGCCA
atggccatggaggccgaattc ATGGACCAATATATCCTCAAAGCCT
ccgetgeaggtegacggatccCTACCTTCCTGGAAATGGAAAACGC
gecatggaggccagtgaattc ATGGCGACTCTGGGTGACATTGGGG
cagctcgagetcgatggatccTCAATGATCTTCGTTGTGGTAGGCA
gecatggaggccagtgaattc ATGGCTGGCTCTTGGAGAGCTCGCG

cagctcgagcetcgatggatccTTAAAGCTCGTCATGCGACTCATCG
2

pCAMBIA2300-GFP

pGBKT7

pGADT7



MdbHLH92-AD-F-EcoRI
MdbHLH92-AD-R-BamHI
MdAPAE1-AD-F-EcoRI
MdPAE1-AD-R-BamHI
MdUBQ-AD-F-EcoRI
MdUBQ-AD-R-BamHI
MdbHLH92-NE-F-Xhol
MdbHLH92-NE-R-Kpnl
MAERF100-NE-F-Xhol
MAERF100-NE-R-Kpnl
MdAERF100-CE-F-Xhol
MdAERF100-CE-R-Kpnl
MdbHLH92-CE-F-Xhol

MdbHLH92-CE-R-Kpnl

gccatggaggccagtgaattc ATGGACCAATATATCCTCAAAGCAT
cagctcgagcetcgatggatccTCACCTTCCTGGAAATGGAAAACGC
gecatggaggccagtgaattc ATGTTTCTCACAAGGACTGAGTATG
cagctcgagcetcgatggatccTTATAGGCGAGCAATGACGGCCTCC
gecatggaggccagtgaattc ATGGCCATGTATATCCGTGTTAAGC
cagctegagetcgatggatccTCACCAATTGCCTGCATCTGCATCA
agtggatcegtcgacctcgag ATGGACCAATATATCCTCAAAGCAT
ctectaccegggagegetaccTCACCTTCCTGGAAATGGAAAACGC
agtggatcegtegacctcgag ATGTACGGACAGAGTGGAGCTGACT
ctectaccegggagegetaccTCAGACCACCAATAACTGCTCGCCA
gggactctagaggatctcgag ATGTACGGACAGAGTGGAGCTGACT
atcgtatgggtacatggtaccGACCACCAATAACTGCTCGCCACGT
agtggatcegtcgacctcgag ATGGACCAATATATCCTCAAAGCCT

ctectaccegggagegetaccCCTTCCTGGAAATGGAAAACGCAGT

pUC-NE

pUC-CE




