
Figure S2 Correlation between microarray and qRT-PCR on differential expression of 12 selected 

muscle genes. (A) Pearson’s correlation was r =0.96 (P < 4.5 x 10-13) for variations between healthy 

young (YO), healthy old (EL) and old men with metabolic syndrome (SX). (B) Sequence of primers 

used for qRT-PCR
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MYOZ2 TACCACTGTACCAGAATCAG CACTAAATTGCTATTGTTGC

LRP1B AGAGAAGGTTGTCCTTGTAA GGTCGATTCTCTCTATCTTG

PDLIM1 GATGAATTTAGCCTCTGAAC GTTGTACTGGTTTGTGATGA

SLC43A2 ATCTATGATGCTGGTGTCTC CTTGATCTTCACCGAGTAGT

EEF1A1 GGTATTGGTACTGTTCCTGT ACAGATTTTACTTCCGTTGT

TSC22D1 CAACAACCAACAGTTAACAC TTCATAGAACTCAGTGCAAG

MYLIP GGTGTACAACTGAGGGTAGT ACAGAAAAGGACACCATATC

KCNMA1 TTACTCATGGTCACAATGTC GCGGTTTCCTATTAACTCTA

GPCPD1 AGCTGAGAACCTAAGACTTG GTTACAAACGCAATACCATA

IGFN1 CACAGTACATCAACACCATC CATCTCACCATCCTTATACA

PER3 TGGTTTCCATGAATGTAGTA GGACAGTATGTGCTAATGTG

KLF15 CTGGGTGTGAGAGAACTAGA GATGTGAAATAAACCTGTCA




