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SUPPLEMENTAL MATERIAL



Experiment Goal: Asymmetric Insertion
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Supplemental Figure 1: Analysis and pathway of atypical repair resulting in ssODN dimer-driven repair outcomes.
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Supplemental Figure 2: Persistence of Strand Bias within In Vitro gene editing reactions in response to post-cleavage
Casl2a degradation



1364 Microhomology Sites
STCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGT? *CGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTA?
3AGATCTCAGCTGGACGTCCGTACGTTCGAACCGTGACCGGCA AAS 3ATGTTGCAGCACTGACCCTTTTGGGACCGCAATGGGTTGAAT®

_____________________________ |

\

STCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCACTGGCCGTCGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAS

3AGATCTCAGCTGGACGTCCGTACGTTCGAACCGTGACCGGCAGCAGCACTGACCCTTTTGGGACCGCAATGGGT TGAAT?
OR
5TCTAGAGTCGACCTGCAGGCATGCAAGCT TGGCACTGGCCGTCGTGACTGGGAAAACCCTGGCGT TACCCAACTTA?
3AGATCTCAGCTGGACGTCCGTACGTTCGAACCGTGACCGGCA CTGACCCTTTTGGGACCGCAATGGGTTGAAT?
Expected main MMEJ outcome: -10, -13bp

1344 Microhomology Sites
- 1
*AAGCTTGGCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA? *AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT?
ITTCGAACCGTGACCGGCAGCAAAATGT TGCAGCACTGACCCTTTTGGS 2 GCAATGGGTTGAATTAGCGGAACGTCGTGTAGGGGGAA®

!

SAAGCTTGGCACTGGCCGTCGTTTTACAACGTCGTGACTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT?
3TTCGAACCGTGACCGGCAGCAAAATGTTGCAGCACT GCAATGGGTTGAATTAGCGGAACGTCGTGTAGGGGGAA®
Expected main MME)J outcome: -11bp

1228 Microhomology Sites
5GAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCT63?AA.TGGCGAATGCGATTTATTCAACAAAGCCGCCGTCCCGTCAAGTCA3
3CTCCGGGCGTGGCTAGCGGGAAGGGTTGTCAACGCGTCGGACT T/ALC5 3GCTTACGCTAAATAAGTTGT TTCGGCGGCAGGGCAGTTCAGTS

!

5GAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGCGATTTATTCAACAAAGCCGCCGTCCCGTCAAGTCA?®
3CTCCGGGCGTGGCTAGCGGGAAGGGTTGTCAACGCGTCGGAC GCTAAATAAGTTGTTTCGGCGGCAGGGCAGTTCAGT®
Expected main MMEJ outcome: -7bp

Supplementary Figure 3: Suggested patches of microhomology responsible or non-HDR indel events exhibited in Figures
3and 4.



