Sig GO terms of DE gene-MF

G0:0140110 Transcription regulator activity [99] - ()

GO0:0003700 DNA binding transcription factor activity [86] - ()

G0:0000981 RNA polymerase Il transcription factor activity, _ ° Count
sequence-specific DNA binding [72]

e 40

G0:0001067 Regulatory region nucleic acid binding [59] - () ® 60

® 80

G0:0044212 Transcription regulatory region DNA binding [58] - [ )

Pvalue
G0:1990837 Sequence-specific double—stranded DNA binding [50] - [ 5e-06
4e-06
G0:0000976 Transcription regulatory region sequence-specific DNA _ ° 3e-06
binding [50] 2606

e—
1le-06
G0:0001012 RNA polymerase Il regulatory region DNA binding [45] - ()

G0:0000977 RNA polymerase Il regulatory region sequence-specific _
DNA binding [45]

G0:0000982 Transcription factor activity, RNA polymerase Il _
proximal promoter sequence-specific DNA binding [33]

0.075 0.100 0.125 0.150 0.175

GeneRatio (Count/List.Total)



