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●GO:0045944 Positive regulation of transcription by RNA polymerase II [111]

GO:0048731 System development [333]

GO:0009893 Positive regulation of metabolic process [253]

GO:0051173 Positive regulation of nitrogen compound metabolic 
process [233]

GO:0048856 Anatomical structure development [398]

GO:0007275 Multicellular organism development [373]

GO:0031325 Positive regulation of cellular metabolic process [243]

GO:0048468 Cell development [180]

GO:0006357 Regulation of transcription by RNA polymerase II [193]

GO:0006366 Transcription by RNA polymerase II [207]
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