
●

●

●

●

●

●

●

●

●

●

GO:0005515 Protein binding [688]

GO:0000981 RNA polymerase II transcription factor activity, 
sequence−specific DNA binding [106]

GO:1990837 Sequence−specific double−stranded DNA binding [80]

GO:0000976 Transcription regulatory region sequence−specific DNA 
binding [80]

GO:0044212 Transcription regulatory region DNA binding [95]

GO:0000977 RNA polymerase II regulatory region sequence−specific 
DNA binding [72]

GO:0001067 Regulatory region nucleic acid binding [96]

GO:0001012 RNA polymerase II regulatory region DNA binding [73]

GO:0000982 Transcription factor activity, RNA polymerase II 
proximal promoter sequence−specific DNA binding [55]

GO:0001077 Transcriptional activator activity, RNA polymerase II 
proximal promoter sequence−specific DNA binding [41]
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