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Figure S1: Growth characteristics of different isolates of Trichoderma asperellum on potato dextrose agar (PDA) after 7 23 

days of incubation at 28±2 ºC. 24 
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Figure S2: PCR amplification patterns in ITS1-5.8S-ITS2 with ITS1/ITS4 primers from twenty Trichoderma asperellum 37 

isolates; L is 1000-bp DNA ladder 38 
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Figure S3: PCR amplification patterns in β-tubulin with B-tubf1-F / B-tubr1-R primers from twenty Trichoderma 48 

asperellum isolates; L is 1000-bp DNA ladder 49 
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Figure S4: GC-MS chromatogram of secondary metabolites from A8 isolate of T. asperellum 59 
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Figure S5: GC-MS chromatogram of secondary metabolites from A10 isolate of T. asperellum 69 
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Figure S6: GC-MS chromatogram of secondary metabolites from A11 isolate of T. asperellum 79 
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Figure S7: GC-MS chromatogram of secondary metabolites from A12 isolate of T. asperellum 91 
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Figure S8: GC-MS chromatogram of secondary metabolites from A15 isolate of T. asperellum 105 
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Figure S9: GC-MS chromatogram of secondary metabolites from A17 isolate of T. asperellum 116 
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Figure S10 GC-MS chromatogram of secondary metabolites from A20 isolate of T. asperellum 126 
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Figure S11: TLC plates showing many spots of metabolites a) Long UV light range b) Short UV light range in the sol- 138 

vent system: Hexane: Ethyl acetate (9:1) c) Long UV light range d) Short UV light range in the solvent system: Hexane: 139 

Ethyl acetate (1:1) 140 


