Figure 3 in main article was a concatenation of the following figures (Figure S1 ~ Figure S3):

Figure S1. ITS gel electrophoresis image of PCR amplification product ((ZY-1 is Z1, ZY-2 is Z2, ZY-3
is Z3)
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Figure S2. TUB gel electrophoresis image of PCR amplification product ((a): ZY-1 is Z1, (b): 56-1 is
Z2,(b): 21-11is Z3)
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Figure S3. TEF-Z3 gel electrophoresis image of PCR amplification product

>Z1-ITS
GATATGCTTAAGTTCAGCGGGTATCCCTACCTGATCCGAGGTCAACCTGGATAAAAATT
TGGGTTGATCGGCAAGCGCCGGCCGGGCCTACAGAGCGGGTGACAAAGCCCCATACG
CTCGAGGACCGGACGCGGTGCCGCCGCTGCCTTTCGGGCCCGTCCCCCGGAATCGGA
GGACGGGGCCCAACACACAAGCCGGGCTTGAGGGCAGCAATGACGCTCGGACAGGC
ATGCCCCCCGGAATACCAGGGGGCGCAATGTGCGTTCAAAGACTCGATGATTCACTGA
ATTTGCAATTCACATTACGTATCGCATTTCGCTGCGTTCTTCATCGATGCCGGAACCAAG
AGATCCGTTGTTGAAAGTTTTAAATAATTTATATTTTCACTCAGACTTCAATCTTCAGAC
AGAGTTCGGGGGTGTCTTCGGCGGGCGCGGGCCCGGGGGCGTGAGCCCCCCGGLCGGL
CAGTAAAGGCGGGCCCGCCGAAGCAACAAGGTAAAATAAACACGGGTGGGAGGTTGG
ACCCAAAGGGCCCTCACTCGGTAATGATCCTTCCGCAGGTTCACCTACGGAAACCTTG
TTACG

>72-I1TS
GATATGCTTAAGTTCAGCGGGTATTCCTACCTGATCCGAGGTCAACCTTGGTAAAAGTT
TGGGGTTTTACGGCGTGGCCGCGCCGCCTTCCGCCCGCGAGGTTTGTGCTACTACGCG
GAGGAGGCAGCGGCGAGGCCGCCACTGGGTTTCGGGGACAGGCGCCCTTGGAGGAC
GCCTGGGCCCCAACGCCGGGCCCGCCCCCTCCCCCGCGAGGGGAAAAGGGGGGGGL
CCGAGGGTTGAAATGACGCTCGGACAGGCATGCCCGCCAGAATACTGGCGGGCGCAA
TGTGCGTTCAAAGATTCGATGATTCACTGAATTCTGCAATTCACATTACTTATCGCATTT
CGCTGCGTTCTTCATCGATGCCAGAACCAAGAGATCCGTTGTTGAAAGTTTTGATTTGT
TTTGTTGCCTTTCGGCTCGCTCAGAGGATACACATGTTTGTTAAACAGGGTTCGTGTGG
TCCCCGGCGGGCGCCTTGGGTCCGGGGCACGCAGCGCCCGGGGCGGTCCGCCGAAGC
AACGGTAGGTAAGGTTCACAAAGGGTTGGGAGTTGTTTTGTTAACTCTATAATGATCCC
TCCGCTGGTTCACCAACGGAGACCTTGTTACG

>73-1TS
TGATATGCTTAAGTTCAGCGGGTATTCCTACCTGATCCGAGGTCAACATTCAGAAGTTG
GGGTTTTACGGCGTGGCCGCGACGATTACCAGTAACGAGGTGTATGATTACTACGCTAT
GGAAGCTCGACGTGACCGCCAATCGATTTGGGGAACGCGGGTTACCGCGAGTCCCAA



CACCAAGCTGAGCTTGAGGGTTGAAATGACGCTCGAACAGGCATGCCCGCCAGAATA
CTGGCGGGCGCAATGTGCGTTCAAAGATTCGATGATTCACTGAATTCTGCAATTCACAT
TACTTATCGCATTTTGCTGCGTTCTTCATCGATGCCAGAACCAAGAGATCCGTTGTTGA
AAGTTTTGATTTATTTGTTTGTTTTACTCAGAAGTTCCACTAAAAACAGAGTTTAGGGT
CCTCGGGCGGGCCGTCCCTTTTTACAGGGCGCGGGCTGATCCGCCGAGGCAACGTATA
GGTATGTTCACAGGGGTTTGGGAGTTGTAAACTCGGTAATGATCCCTCCGCTGGTTCAC
CAACGGAGACCTTGTTAC

>Z1-bt
TGCTGCTTTCTGGTAAGTGCCGAGCTTTTTTTTCTTCTTCGCGTTGGGTATCAATTGACA
GGTTACTAACTCGATTACAGGCAAACCATCTCTGGCGAGCACGGTCTCGATGGCGATG
GACAGTAAGTTTTAATGGTGATGTGGGTTTCCGGTAGATCACACGTCTGATATCTTGCTA
GGTACAATGGTACCTCCGACCTCCAGCTCGAGCGTATGAACGTCTACTTCAACCATGTG
AGTCCAATCACTGGAAACCGAATAATCGTGCATCATCTGATCAGATGTTTTTCTTTGATA
TCTAGGCCAGCGGTGACAAGTACGTTCCCCGTGCCGTTCTCGTCGATTTGGAGCCTGGT
ACCATGGACGCTGTCCGCTCCGGTCCTTTCGGCAAGCTTTTCCGCCCCGACAACTTCG
TCTTCGGTCAGTCCGGTGCTGGTAACAACTGGGCCAAGGG

>72-bt
CGGTGCTGCTTTCTGGCAGACCATCTCCGGCGAGCATGGTCTTGACAGCAACGGTGTC
TACAATGGCACCTCTGAGCTCCAGCTCGAGCGCATGAGCGTTTACTTCAACGAGGTAC
GTTTGATGGGTACGCGTCGGAAGACGAGAGAGGACTCGATAAACTGACCCGCGTCAAT
AGGCTTCCGGTAACAAGTACGTTCCTCGCGCTGTTCTCGTCGATCTCGAGCCCGGTACC
ATGGACGCTGTCCGTGCTGGTCCCTTCGGTCAGCTTTTCCGCCCCGACAACTTCGTTTT
CGGTCAATCCGGTGCTGGCAACAACTGGGCCAAGGGTCAC

>7.3-bt
CGTCTCTGGCGAGCACGGACTCGAAGCAATGGTGTACACACGGTACCTCCGAGCTACA
GCTAGAGCGCATGAGCGTCTATAAAACGAGGTTCTGTTCCATCACTCCTACCGCGAAA
ACACAACAAGCTCACGCGCGCCTAGGCTTCCGGTAACAAGTATGTTCCCCGTGCCGTC
CTCGTCGATCTCGAGCCCGGTACCATGGACGCCGTCCGTGCCGGTCCTTTCGGACAGC
TTTTCCGTCCCGACAACTTCGTTTTCGGTCAGTCCGGTGCCGGAAACAACTGGGCCAA
GGGTCACTAATATGAGGGTAA

>73-EF
CAAGACTCACCTTAACGTCGTCGTCATCGGCCACGTCGACTCTGGCAAGTCGACCACT
GTGAGTACTACCCTCAATGACCTGCTTATCAGCAGTCATCAACCCCGCCATACGTGGTG
GGGTAATATCAACTTACACATTTGCTGACAAAATTGCATAGACCGGTCACTTGATCTAC
CAGTGCGGTGGTATCGACAAGCGAACCATCGAGAAGTTCGAGAAGGTTGGTTTACATT
TTCCTCGATCGCACGCCCTCTGCACACCGATCCATCACTCGAATCAGCCTCGATGACTG
AATATGCGCCTGTCACCCCGCTCGAATACAAAATTTTGCGGTTCAACTGCAATTTTTTG
GTGGGGCTCATACCCCGCTGCTCGAGTGACAGGCGCTTGCCCTCTTCCCACAAAATCA
CCTCTTGCGCGTCACGTGTCAATCAGTCACTAACCACCCGACAATAGGAAGCCGCCGA




GCTCGGTAAGGGTTCCTTCAAGTACGCTTGGGTTCTTGACAAGCTCAAGGCCGAGCGT
GAGCGTGGTATCACCATCGATATCGCTCTCTGGAAGTTCGAGACTCCTCGCTACTATGT
CACCGTCATTGGTATGTTGTCATCACTTACACTCATGACCTTCTCATGCTAACATGTTTT
CCAGACGCTCCCGGTCACCGTGATTTCATCAAGAACATGAT



