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Figure S1. Box plots of trait values in 2017 for genotypes at nine SNPs detected in multiple years in GWAS. (a) Ratio of diseased fruits (Rt; %). (b) Disease severity
index (Sv). Genotypes: A, T, C and G: Homozygote for each base. K, R, S, W and Y: Heterozygote of A/T, A/G, C/G, A/T and C/T, respectively.
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Figure S2. Box plots of trait values in 2018 for genotypes at nine SNPs detected in multiple years in GWAS. (a) Ratio of diseased fruits (Rt; %). (b) Disease severity
index (Sv). Genotypes: A, T, C and G: Homozygote for each base. K, R, S, W and Y: Heterozygote of A/T, A/G, C/G, A/T and C/T, respectively.



(a) Ratio of diseased fruits (Rt; %) (b) Disease severity index (Sv)

Rt (%)

Rt (%)

Rt (%)

Chr.2 23000599 Chr.8 19895234 Chr.8 19956845 Chr.2 23000599 Chr.8 19895234 Chr.8 19956845
75 L 75 751 E 30 1 301 ‘ 301
g S . | >
50 = 50 9: 50 1 V>) 201 " 20 % 20 ]
25 25 & 25 10 ‘ 10 101
0 » = : 0 s . 01 T . 01 i 01 04
AW T A R y L Aw T A R T W
Chr.8 20009405 Chr.8 20095763 Chr.8 20311602 Chr.8 20009405 Chr.8 20095763 Chr.8 20311602
75 E 75 E 754 301 I 301 ‘ 301
50 £ 50 Sy i & 201 A 207 & 20
& &
25 25 25+ 101 101 104
0 . . 0 . . 01 . : 01 0- 04 i}
C Y G S C Y c': * G' é (I) *
Chr.8 20392183 Chr.8 20396172 Chr.8 20396173 Chr.8 20392183 Chr.8 20396172 Chr.8 20396173
75 E 75 E 751 E 30 ] 301 301 ]
50 ‘j\\; 50 ‘j\\j/ 501 ’ & 201 i & 207 | & 207 T
x &
25 25 257 ‘il 104 101 10+ .
0 : : : 0 : : . 01 . X . 01 i 01 E : . 04 ;
G K T A R G L Y c G K T A R G T Y c

Figure S3. Box plots of trait values in 2019 for genotypes at nine SNPs detected in multiple years in GWAS. (a) Ratio of diseased fruits (Rt; %). (b) Disease severity
index (Sv). Genotypes: A, T, C and G: Homozygote for each base. K, R, S, W and Y: Heterozygote of A/T, A/G, C/G, A/T and C/T, respectively.



