Supplementary Table S1: Primer sequences usd in qRT-PCR.

Gene locus ID

primer sequence/F

primer sequence/R

FvH4 3234410.1 GGTACCGGTTTTCTCCCTCA CAGATCCATCGTTGCTGTCG
FvH4 3g35730.1 GGCGGTCTCTCAGTATCCAT GTCTCCTCTTGACCCCAACA
FvH4 2g34030.1 ATGAAGGTGCATCAGTTCGC AGCTTGTTTCTAGGGCCACT
FvH4_5g17270.1 AGATTCGTCCTCTCGTTCCC TCTAGTGCCCTCAACTGCTC
FvH4 4g32650.1 CTGCAGTTCCTTGGCGAAAT GTTCACGGCGTCTGATCTTC
FvH4_7g24100.1 TCAGGTCTGGACTTCGAACG AGGCTCCGAACTCACTTGAT
FvH4 4g32660.1 ACTTCCAACACGACGCAAAA CGTCGGTGTCTTTAAGCCAG
FvH4 1g11910.1 TTAGGTCCCCAAGTGCAGAG TCCCAACAAGCCCTGATCTT
FvH4 3g04400.1 ATCCGTTTCCAGCTGAGACA GGTGCAGAAGAAACCCCTTG
FvH4 5g02150.1 CGCAAGGGAGAAGTAGCAGT CCTGGCTCGGTAGTTCTGAA
FvH4_3g08310.1 AAACGGTTCATGCCACAGAC CACCGACTTGACCGTACTCT
FvH4 1g10280.1 CAATGGAGGTGTGGGGTTTG CAGAATCTGTAGCTGCACCG
FvH4 3g10130.1 ACAACATCATCAGGGCTGGA CGATGCTTGTGTTTGGACCT
FvH4 5g03570.1 CAACTCCGGAAACAGATCGC CCTCGCAGTTACCTTGTTGC
FvH4_1g29830.1 CGCCGAAAGAAGAGACTGTG CGGCTGCTAATTGGTTCCTC




FvH4_5g25470.1 GCAGAGAAGAGTGTTGGCAG CGCCGTACACATTTCCCATC

Supplementary Table S2: List of FvIWOX genes

Gene locus ID Rename
FvH4 2934030.1 FVYWOX4
FvH4 5g17270.1 FVWOX1
FvH4_3934410.1 FVYWOX3a
FvH4 3935730.1 FVYWOX2
FvH4 1911910.1 FVWUS
FvH4_3g04400.1 FvWUSDb
FvH4 7924100.1 FYWOX5
FvH4 5g02150.1 FVWOX3b
FvH4_4932650.1 FvWOX2a
FvH4 4932660.1 FVWOX3c
FvH4 3g08310.1 FVWOX9
FvH4_3g10130.1 FvWOX9a

FvH4_1929830.1 FYWOX11




FvH4_1910280.1 FYWOX8

FvH4_5g03570.1 FVWOX8a

FvH4_5g25470.1 FYWOX8Db




Supplementary Table S3: The amino acid sequences of 8 conserved motifs

Motif 1 ILEEJTYNSGMRTPSAZQIQQITAQLRQYGKIEGKNVFYWFQNHKARERQK
Motif 2 RSRWTPTPEQJ

Motif 3 CVMTDDQVEQLRKQIAVYAVICEQLVDMHKAFTAQQDLAGMKMGNVYGD
Motif 4 EEESRETZTLELFPLKSENL

Motif5 DVAFEVAEGPFNVREAFGDDAVLIHSSGHPVLTNEWGVTLHSLHHGAFYY

Motif 6 RRRQLMSMYQSDSKQQQQTLTNNTVSGLQDKESAGGLTN

Motif7  ATLIYPKLLDFHHYYDYDYGMV

Motif 8§ KKFTADGHVPMQRSGLVGNGNCTNWKPEDQYMNMNNKY SNI

FvWOX1 EELYR . R SAEQIQQOITA 142
FvWOX2 EDLYE . KEMRTI§SAEFIQAVTAR| 79
FvWOX2a EELYR . HELKTIRTACQIRQLTA 100
FvWOX3a EEMYR . AGVRTIENA SQTQHIT T 73
FvWOX3b KEMYR . CGLKTIFTAKQIQILNVTV! 125
FvWOX3c EELYR . SGLKTIFTACQIROVTS 125
FvWOX4 EMLYR . GEMRTIENACQIEQITA 149
FvWOX5 TDLFR . SGLRTIFSTLQIQOKIST 87
FvWOX8 EOLFD . QGNGTI§SKCKIKELTS 149
FvWOX8a ERIYN. EANGTIRGKORVKEITK 158
FvWOX8b ERIYN . EANGTIRGKHRVKEITK 151
FvWOX9 EATEFN . SGMVNIE PRCELIRKIRA! 115
FvWOX9a EATEFN . SGMVNI§SREEVRMI TA 1 b B |
FvWOX11 ESTEN. SGMVNIFPKEETVRIRK 88
FvWUS KELYYNKGVRSIESAEQIQRICL, 83
FvWUSDb 83
Consensus wfgn

Supplementary Figure S1. Sequence alignments of the HB domains of FvWOXs. Sequence

logos about the homeobox (HB) domain were shown on the top.
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Supplementary Figure S2. Prediction of cis-acting element components of Fragaria vesca WOX
genes promoter. All cis-acting elements are divided into 4 categories according to their functions.
The blue font ones are the light response elements, the orange font ones are the hormone response
elements, the purple font ones are the stress response elements, and the green font ones are the

development response elements.

XP_004302187.1

XP_004294307.1

£

XP_004306289.1

FyWOX3a

QXP_004300678.1

XP_004291452.1

Known Interactions Predicted Interactions Others
p o 3= Gene neighborhood 342 Textmining
=" From curated databases B i s a -—

£ . P
=" Experimentally determined =" Gene co-occurrence =22 Protein homology




Supplementary Figure S3. The interaction network prediction of FvWOX3a with other proteins.

The relationship between proteins is shown in the legend in the figure.



