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Figure S1. The upset diagram of several DEGs in a different group.
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Figure S2. Network of key DEGs between 11- and 15-week samples.
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Figure S3. Network of key DEGs between 15- and 19-week samples.
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Figure S4. The differential expressed transcription factor.
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Figure S5. The protein-protein interaction network of a differentially expressed

transcription factor. The colored nodes represent query proteins. Known interactions:

== from curated databases; “— experimentally determined; predicted interactions:
© gene neighborhood; “— gene fusions; “—" gene co-occurrence;
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