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SISAP4 1 060 ME 54
CsSAP12 1 PEN KIAVE 54

SISAP4 55 TRHOOOOO AYIPCTEPL EVSQPRETEIATRAPHMQSDTAAEVP 108
CsSAP12 55 KS- - - - - --SFDSV ----PEICEVLSAPAKMEAAAVVKT - 05

SISAP4 109 QVQSDTVAEMPQVHTQLNDVADQAPQVAS L v 182
CsSAP12 98 - - - - - - - - AMB- - - oo AAAQA F T 128

SISAP4 163 H YKSMBKVAILAM L H 100
CsSAP12 120 E FEKALGKEETAK \" E 165

Supplementary Figure S1. Protein sequence alignment of SISAP4 (GenBank
accession number: XP 019066408) and CsSAP12 by Clustalx; A20 and AN1
domains are indicated at the top.
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Supplementary Figure S2. The qRT-PCR amplification curve of CsSAP12 and
SIGRX1.
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Supplementary Figure S3. Phenotypes of CsSAP12 over-expressed transgenic
and wildtype tomatoes. (a) Seeds germination; (b) Flower development; (c)
Fruit development; (d) Leaf development. WT, wildtype; CsSAP12-1, 2, 3,
CsSAP12 over-expressed transgenic tomatoes.



Supplementary Table S1. Application of primers used for PCR and qRT-PCR.

Use

Primer

Name

Forward Primer (5'-3')

Reverse Primer (5'-3')

PCR CsSAP12

ATGGCAGAGGAACAGAAATGGCAAGAA TCATATCTTCTCCAGCTTCTCTGCCTT

CcC CT
CsSAP1 CCAAACTTGCAGCTACCTCC TTGCACATCTACAGCAACACC
CsSAP2 TTGTTTCAATGCAAGCGTCT CATCGGCAATTGAAACCAGT
CsSAP3 CTGTGATTTCATCTCCGGCTGT TTTCCTGCACACCGAACACC
CsSAP4 CCAAACTTGCAGCTACCTCC AGAAAGAACCTTCGCTTCCAC
CsSAPS TTCTTTGGAAGTGCAGCAACC CTGAATCCACCTGATCCGIT
CsSAP6 CCAGACACCGGCCTTACCTG ATCGGGCATCAAGCGAACTCC
CsSAP7 TTAAGGTTTGCCTCAAGCATC CCATTAACATTCCTCGAAGCC
CsSAPS8 CACCTCGATCATGACGCCTCC AGTGTCTGAAATCCCCGATCCTG
CsSAP9 CGACGATGAACTTGTGCTCCA CGGATCTCCACACGAAACCC
qRT- CsSAP10 CGAAGGTCCTATTTITGTGCAT ACTGAATCCACTTGATCCGIT
PCR
CsSAP11 AACTCTCTAGCTCCGACGACT CTCACCGAACACGATCTCGAA
CsSAP12 ACAAGCCTCCACTGCTAAGATCG CCGGCGCAGACAAAACCTCAC
CsSAP13 GTTTCCGGCATCGTGACTCCT ATCCATCAGCCACGGAAGC
CsSAP14 ACTCGACTAAAGCCGTTATGGAC ATTCAACCGCCGATGACTCC
SIGRX1 CATGGCGACCTTCAACATCTC CATCAGACTGCAGAGGCACGG
CsActin GGTGCCACAACCTTGATCTT GCCATCTTTGATTGGAATGG

SlActin

TGTCCCTATCTACGAGGGTTATGC

AGTTAAATCACGACCAGCAAGAT




