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Figure S1. Sequence analysis of the VvGATA27 and AT4G17570 

 the sequence alignment of the VvGATA27 and AT4G17570, and indicated that the 

VvGATA27 showed sequence identity (up to 52.01%) to AT4G17570. 



 
Figure S2. Identification of conserved structural domains within VvGATA proteins. 

Conserved regions and domain identities were determined by MEME 

(https://meme-suite.org/meme/tools/meme). 

 

 
Figure S3. Exon/intron organization of VvGATA family genes were illustrated using the Gene Structure Display Server 

 


