Genetic analysis of the grapevine (Vitis vinifera L.) GATA
gene family reveals a putative resistance-related member

important for innate immunity
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WGATA27 GPCYHCGVTNTPLV\RNGPPEKPVLCNACGSRV\RTKGTLNYTPLHA DAEE. YE\/ZEV 69
N ZIXRAY (VI GK &GP CY HCGVTNT PL WRNGPPEKPVL CNACGSRWRTKGT L INYTPL HARMDGDENBDEEREER 70
WGATA27 | Gm\/mNEDE\/VVNGVASDng(%SRK. SNRSSSGSA SNSESCAQF 137
ATAG17570 L I HOENERRGEY Y GRIYYY EEDASNRSSSGSANSNSESCAQFESADES kY
WGATA27  CEReS RPKSSVEKLTKDLEQQSS SSEEDLLFEMVSVEI ey 207
ATAG17570 . [EIeSNAUITRCK eRPKSSSVEKL TKDL Y L&FQasselsYsSEEDL L FENENEMSVE! GHIRZS
WGATA27 [E RHESAI €REEESEASSLS DNKSYLVNEVRI GALPVNTNNKGI NFPSPEIL_\EKMKKPAeLGMQE 277
ATAG17570 [ EUAVKNEHSFARESSFNIIRSS| ENKSSI SDANS. . .. ... ... HSVKRVEI [EAVRGSYYGEQTI K& 265
WGATA27 ETE@KLQI EANZE DLKDV, EEVGHLHNELQELKYSEBTAKDK%D 347
ATAG17570  [Eer(aaTieleTERVHVRGS B alc N Napas Eor uEE=ex<Avn. Mgal BsDDREHSERVYEE 335
\WGATA27 EiESLFLGEml/FP. E\A/EADCK LaQ LNSEK\I\EH KCKN%\/@AG 416
ATAG17570 @RAONFEL Je@li AD, SsssieAl =51 RuF KKINARTDF NISRL MEsNMNAEREKGIEEDSNTTT 405
WGATA27 EPKAHAAS. . FANAESRDAENEI\}FEAETT&@R@I MKAVEKH] DEGESS FALPPDGES 484
ATAG17570  skSSIPNVPKN VTI [MRRYENE! @VKSESEGL KRWVKMKASHETENY. VECEREESIMASVFAQEEG 474
WGATA27 LELDE\F(TFGDEI SDHDmVNPGSGFGTQSTSSSSAYPHLLRP 542
ATAG17570  SAVFEYEGNCSSDQDL MPSNESFPOAEL L HIN. L 510
Figure S1. Sequence analysis of the VVGATA27 and AT4G17570

the sequence alignment of the VVGATA27 and AT4G17570, and indicated that the
VVvGATA27 showed sequence identity (up to 52.01%) to AT4G17570.
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Figure S2. Identification of conserved structural domains within VVGATA proteins.
Conserved regions and domain identities were determined by MEME

(https://meme-suite.org/meme/tools/meme).
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Figure S3. Exon/intron organization of V'vGATA family genes were illustrated

using the Gene Structure Display Server



