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Figure S1: The initial sets of rules generated when solving Problems 1 and 2. Each point corresponds 

to one rule in the criterion space TPR-TNR, wherein a color indicates the number of subjects covered 

by the rule. 

 

 

 

 

 

 

 

 

 

 

 



 

 

Figure S2: The overall accuracy for “easy”, “difficult”, “ambiguous” and “non-covered” subjects averaged over 50 runs of 5-fold cross-validation 

for different values of the thresholds 𝛼𝑒𝑎𝑠𝑦  and 𝛼𝑑𝑖𝑓𝑓 . 

 



 

 

Figure S3: The percentage of “easy”, “difficult”, “ambiguous”, and “non-covered” subjects of the whole KIHD sample. 

 


