
Supplementary 

Supplementary Figure S1 Scatter plot of the effect of sleep duration on hip fracture in an 

MR analysis 

 

  



Supplementary Figure S2 Funnel plot of the effect of sleep duration on hip fracture in an 

MR analysis 

 

  



Supplementary Figure S3 Leave-one-out plot of the effect of sleep duration on hip fracture 

in an MR analysis 
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