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Description NNIBRP2026000007 Eleoclaris ussiuriensis
Figure S1. Representative images of E. ussuriensis from two of the six sampled populations: (A) habitat
view of the YC (Yeoncheon) population and (B) specimen image from the GS (Goseong) population.
The color checker shows millimeters (mm), and the vertical ruler shows centimeters (cm).



Table S1. Summary of population information for six E. ussuriensis sampling sites in South Korea,
representing distinct and hydrologically independent drainage systems.

Population . . . L. Sampling Sample
B H H 1 1
abbreviation asin abitat type ydrological conditions area (m) Size
YC N Riverine
(Yeoncheon) Tmjin River (lotic) Riverine, agriculture, seasonal 350120 20
He Rivers flooding
iverine
Han Ri 24 2
(Hwacheon) an Biver (lotic) 050 0
GS East coastal Rlve1.‘1ne Coastal river, estuarine influence 320 x 150 20
(Goseong), (lotic)
j[@ Drainage Reservoir long-established, managed , 92 x 30 20
(Jecheon) system - (lentic) anthropogenic 90 x 15
.US Nalfdong RiveI.‘ine Riverine, agricul.ture, seasonal 450 x120 20
(Uiseong) River (lotic) flooding
(stim) Suyeong River RZZ::;CO)H Protected reservoir, water supply 270 x 70 20




Table S2. Characteristics and primer information for 21 microsatellite loci developed in E. ussuriensis.
Fluorescent label codes: F =FAM, V = VIC, N=NED, P=PET

Locus Primer sequence (5’-3") Motif Allele range (bp) Label
T RGCAccaNToccAGAGAGAC | (@DIB e :
" Rccorescrecarramice. @B 2w N
T RAGccocAmcTICGAcAcar (DB asass N
" RGmcaocooomarcoasg (O F
Y RGacaocoaciomTcToacs  (AGM6 F
T RccTtccacrocaccasger @6 i F
T RAacocotcomciamioass W7 2 N
" RcromtoriacTioioaccators AGMS 20700 v
Y RGcAcomMGoAGTIGAGATGS (@IS 266 N
S RAadrccommaccoacoea (DI 2w F
T7 RiCamcatcccaccoens 9B e N
T Roamccacmcrocaccrocarr (0% s N
T
W LGN o mae v
OIS e e
- TR
T RCoAteaccacatcoaccan DB 0w F
T RGGoAAAGocCTGGGAGAAAA  (CTTDRL 1 v
TG s mam
e LREONEIONT G v
S £ L N




Table S3. Pairwise directional migration estimates among six populations of E. ussuriensis inferred

using the divMigrate approach. Lower triangle: gene flow; upper triangle (red): geographic distance
(km).

Population YC HC GS JC UsS BS
YC - 57.6 129.8 147.1 240.5 369.1
HC 1.00 - 77.8 109.1 209.0 336.7
GS 0.03 0.03 - 136.9 230.7 351.6
JC 0.82 0.61 0.04 - 100.9 229.3
us 0.15 0.08 0.02 0.08 - 127.5
BS 0.13 0.13 0.07 0.04 0.39 -




