Table S1

Descriptive Statistics

Task

WT Snord116°/™*
Units
N Mean SD N Mean SD
% of control | 17 96.92 23.78 12 136.68 34.01
% of control 19 94.70 30.63 9 134.87 39.97
% of control 19 101.71 22.45 12 108.84 26.62
% of control 19 98.29 40.71 10 127.72 33.65
% of control 19 100.35 30.94 12 101.59 48.71
% of control 19 99.65 33.15 10 107.31 16.89
% of control | 19 91.34 36.19 11 93.50 48.16
% of control | 19 108.66 37.26 10 138.27 58.39
cm 19 | 3743.15 958.91 | 12 | 3456.65 637.61
cm 19 | 4462.85 872.03 | 10 | 3582.58 770.90
seconds 19 24.08 16.47 12 21.96 12.14
seconds 18 20.80 8.39 10 19.07 8.63
seconds 19 337.93 63.29 12 378.38 60.74
seconds 19 | 372.70 | 68.31 | 10 | 359.24 | 83.30
time
difference 19 8.47 18.13 12 22.25 17.38
(seconds)
time
difference 19 13.05 14.51 10 24.20 10.24
(seconds)
% alternation | 19 76.70 15.62 12 70.76 14.67
% alternation | 19 70.08 12.41 10 67.89 17.67
% inhibition 19 19.72 26.14 12 22.65 16.36
% inhibition | 19 | 10.71 | 29.86 | 9 0.58 29.56




Task

WT Snord116>/™
Units
N Mean SD N Mean SD
% inhibition | 19 38.26 2285 | 12 47.64 24.81
% inhibition | 19 37.22 2133 | 10 0.37 49.67
% inhibition | 19 65.05 2269 | 12 68.91 10.67
% inhibition | 19 59.05 20.59 | 10 44.15 24.15
% inhibition | 19 73.94 15.37 | 11 75.26 3.86
% inhibition | 19 65.51 17.02 | 10 56.63 21.59
% inhibition | 19 41.86 17.05 | 12 54.48 23.87
% freezing 18 29.93 13.58 | 10 57.99 18.04
% freezing 15 7.59 3.33 12 17.60 9.87
% freezing 18 5.82 3.80 10 19.64 10.38
% freezing 19 64.96 16.80 12 65.49 13.02
% freezing 19 60.06 21.76 | 10 66.88 16.36




Table S2

Gene Targets of Snord116 Associated with Psychosis
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