
 

Table S1 

Descriptive Statistics 

Task Units 
WT  Snord116p-/m+ 

N Mean SD N Mean SD 

cFos analysis - ACC (Male) % of control 17 96.92 23.78 12 136.68 34.01 

cFos analysis - ACC (Female) % of control 19 94.70 30.63 9 134.87 39.97 

cFos analysis - DG (Male) % of control 19 101.71 22.45 12 108.84 26.62 

cFos analysis - DG (Female) % of control 19 98.29 40.71 10 127.72 33.65 

cFos analysis - CA3 (Male) % of control 19 100.35 30.94 12 101.59 48.71 

cFos analysis - CA3 (Female) % of control 19 99.65 33.15 10 107.31 16.89 

cFos analysis - CA1 (Male) % of control 19 91.34 36.19 11 93.50 48.16 

cFos analysis - CA1 (Female) % of control 19 108.66 37.26 10 138.27 58.39 

Open field - total activity 
(Male) cm 19 3743.15 958.91 12 3456.65 637.61 

Open field - total activity 
(Female) cm 19 4462.85 872.03 10 3582.58 770.90 

Open field - center time (Male) seconds 19 24.08 16.47 12 21.96 12.14 

Open field - center time 
(Female) seconds 18 20.80 8.39 10 19.07 8.63 

Open field - thigmotaxis (Male) seconds 19 337.93 63.29 12 378.38 60.74 

Open field - thigmotaxis 
(Female) seconds 19 372.70 68.31 10 359.24 83.30 

Social Memory (Male) 
time 

difference 
(seconds) 

19 8.47 18.13 12 22.25 17.38 

Social Memory (Female) 
time 

difference 
(seconds) 

19 13.05 14.51 10 24.20 10.24 

Spontaneous Alternation 
(Male) % alternation 19 76.70 15.62 12 70.76 14.67 

Spontaneous Alternation 
(Female) % alternation 19 70.08 12.41 10 67.89 17.67 

Prepulse Inhibition - 72db 
(Male) % inhibition 19 19.72 26.14 12 22.65 16.36 

Prepulse Inhibition - 72db 
(Female) % inhibition 19 10.71 29.86 9 0.58 29.56 



Task Units 
WT  Snord116p-/m+ 

N Mean SD N Mean SD 
Prepulse Inhibition - 74db 

(Male) % inhibition 19 38.26 22.85 12 47.64 24.81 

Prepulse Inhibition - 74db 
(Female) % inhibition 19 37.22 21.33 10 0.37 49.67 

Prepulse Inhibition - 78db 
(Male) % inhibition 19 65.05 22.69 12 68.91 10.67 

Prepulse Inhibition - 78db 
(Female) % inhibition 19 59.05 20.59 10 44.15 24.15 

Prepulse Inhibition - 82db 
(Male) % inhibition 19 73.94 15.37 11 75.26 3.86 

Prepulse Inhibition - 82db 
(Female) % inhibition 19 65.51 17.02 10 56.63 21.59 

Contextual Fear Conditioning 
(Male) % inhibition 19 41.86 17.05 12 54.48 23.87 

Contextual Fear Conditioning 
(Female) % freezing 18 29.93 13.58 10 57.99 18.04 

Cued Fear Conditioning - Pre-
CS (Male) % freezing 15 7.59 3.33 12 17.60 9.87 

Cued Fear Conditioning - Pre-
CS (Female) % freezing 18 5.82 3.80 10 19.64 10.38 

Cued Fear Conditioning - CS 
(Male) % freezing 19 64.96 16.80 12 65.49 13.02 

Cued Fear Conditioning - CS 
(Female) % freezing 19 60.06 21.76 10 66.88 16.36 

 

  



Table S2 

Gene Targets of Snord116 Associated with Psychosis  

Gene Protein Name Human Findings Animal Models References 

CDK5R1 p35 
Decreased expression in 
hippocampus and PFC in 

SZ 

Impaired PPI and 
spatial memory 

formation in female 
+/- mice; impaired 

spatial working 
memory and social 
interaction in male 

+/- mice 

Engmann, et 
al., 20111 

DUSP4 MKP2 Decreased expression in 
cerebellar vermis in SZ  Kyosseva, et 

al., 19992 

GRM7 mGluR7 

rs1516569, 
rs3749380, rs12491620, 
and rs1450099 variants 

associated with SZ; other 
variants associated with 
antipsychotic response 

KO mouse shows 
impaired social 
memory, fear 
conditioning 

Ohtsuki, et al., 
20083; Shibata, 

et al., 20094; 
Liang, et al., 

20205; Fisher, 
et al., 20216 

HSPA1L HSP70 
rs2227956 and rs2075799 
variants associated with 

SZ 
 Kim, et al., 

20087 

IL18R1 Interleukin 18 
receptor 1 

rs1035130 variant 
associated with SZ; 
decreased serum 
expression in SZ 

 Xu, et al., 
20168 

IL1RAPL1 
Interleukin 1 

receptor 
accessory 

protein like 1 

Missense variant 
associated with early-

onset SZ 
 Kanwal, et al., 

20249 

KCTD10 

Potassium 
channel 

tetramerization 
domain 

containing 10 

p.C124W de novo 
mutation associated with 

SZ 

Het mouse shows 
impaired social 

interaction, social 
memory, spatial 

memory in MWM and 
Y-maze, increased 

anxiety in open field 
and light-dark 

transition test. Mice 
with C124W mutation 

show decreased 
dendritic spines on 

secondary basal 
dendrites on cortical 
and secondary apical 

dendrites on 

Mu, et al., 
202410 



Gene Protein Name Human Findings Animal Models References 
hippocampal CA1 

pyramidal cells 

KIF24 Kinesin family 
member 24 

Missense mutation found 
in sporadic SZ case  Giupponi, et 

al., 201411 

LUZP2 Leucine zipper 
protein 2 

Closest gene to SZ GWAS-
associated polymorphism  

Schizophrenia 
Working 

Group of the 
Psychiatric 
Genomics 

Consortium, 
201412 

NEB Neubulin 

snp in promoter region of 
LASP1, a splice variant of 

NEB, associated with 
schizophrenia in a Korean 

population 

LASP1, a splice 
variant of NEB, is 

downregulated in the 
hippocampus after 

MK-801 
administration in 

mice 

Joo, et al., 
201313 

PAX5 Pax-5 
Decreased copy number 
intensity in hippocampal 

CA2/3 in SZ 
 Sheng, et al., 

201214 

PAX6 Pax-6 

Inherited mutation 
associated with psychosis 

in a single family.  
Potential association of 
the high-activity PAX6 
variant with paranoid 

schizophrenia 

Forebrain-specific KO 
mouse shows 

impaired short- and 
long-term memory 
recall, sensorimotor 

integration 

Stober, et al., 
199915; 

Heyman, et al., 
199916; Tuoc, 
et al., 200917 

PIDD1 
p53-induced 

death domain 
protein 1 

Rare variants associated 
with psychosis  Zaki, et al., 

202118 

PLAGL1 PLAG1 like zinc 
finger 1 

Rare epivariations 
associated with ASD  Garg and 

Sharp, 201919 

PPP1R17 
protein 

phosphatase 1 
regulatory 
subunit 17 

Decreased transcription in 
cortical neurons derived 

from SZ fibroblasts 
 Tiihonen, et 

al., 201920 

PTN Pleiotrophin Variants associated with 
SZ  

Schizophrenia 
Working 

Group of the 
Psychiatric 
Genomics 

Consortium, 
201412 

PTX3 Pentraxin 3 Decreased serum 
expression in SZ  Weber, et al., 

201521 



Gene Protein Name Human Findings Animal Models References 

RAB7A Rab-7a 

Interacts with 
dysregulated proteins in 
several pathways in SZ 

DLPFC 

 
Vera-

Montecinos, et 
al., 202322 

RIMKLA 

Ribosomal 
Modification 
Protein RimK 
Like Family 
Member A 

 

KO mice show 
impaired short-term 

novel object 
recognition, reduced 

brain NAAG 

Becker, et al., 
202123 

ZIC2 Zic2 
Ins239H, A95T, R409P and 

S444R mutations 
associated with SZ 

Hypomorphic mice 
show impaired 

cued/contextual fear 
conditioning, spatial 

working memory, PPI, 
increased locomotion 

Hatayama, et 
al., 201124 
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