Supplementary Figure S1: Integrated haplotype scores in LRRK2 ¢.6055G (rs34637584 A)
samples, with and without inflammatory risk markers
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Absolute value of standardized integrated haplotype scores across chromosome 12 for: A)
homozygous wildtype individuals with, and B) without alleles for known inflammatory risk markers
within the LRRK2 locus. A small cluster of elevated iHS values can be observed in the group where
risk alleles remain, but the signalis lost when they are removed.



