Supplementary Figures:

An R2R3-MYB transcriptional factor LuMYB314
associated with the loss of petal pigmentation in
flax (Linum usitatissimum L.)
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ATGGAATTAGAAGCAGGGT TACGGAGAGGAACAT GGGGT GAAGAGGAGGAT AGGCTGCTCCGGAGGTGCATTCACACTTA
ATGGAATTAGAAGCAGGGTTACGGAGAGGAACAT GGGGTGAAGAGGAGGAT AGGCTGCTCCGGAGGTGCATTCACACTTA

TGGAGAAGGAAGATGGCATCTCGTTCCCGCCCGAGCAGGATTGAATAGAT GCAGGAAAAGTTGTAGACTGAGGT GGCTGA
TGGAGAAGGAAGATGGCATCTCGTTCCCGCCCGAGCAGGATTGAAT AGAT GCAGGAAAAGTTGTAGACTGAGGT GGCTGA

ATTACTTGAAGCCAAACATCAAAAGAGGAGAGTTTGAAGGAGCTGAAGTTGATCTACTCATTAGGTTGCACAAGCTTTTG
ATTACTTGAAGCCAAACATCAAAAGAGGAGAGTTTGAAGGAGCTGAAGTTGATCTACTCATTAGGTTGCACAAGCTTTTG

GGTAACAGATGGTCGCTAATCGCCGGGCGTTTGCCGGGAAGGACGGCCAACGACGTGAAAAACTATTGGAACACCCACCA
GGTAACAGATGGTCGCTAATCGCCGGGCGTTTGCCGGGAAGGACGGCCAACGACGTGAAAAACTATTGGAACACCCACCA

CAGGGAGAAGGAGAAGAAGAAACTAACCACCATCACGACGTCGTCCTCCATGCCTGCGGCTGCGTTGACTTTTCCATGCA
CAGGGAGAAGGAGAAGAAGAAACTAACCACCATCACGACGTCGTCCTCCATGCCTGCGGCTGCGTTGACTTTTCCATGCA

AAAGACAGCGACATTGTACGGAACCACCGGTGGTCATCGT GGAAAAAGGAAAGATAACAAAGACCAACATCATAAGACCG
AAAGACAGCGACATTGTACGGAACCACCGGT GGTCATCGT GGAAAAAGGAAAGAT AACAAAGACCAACATCATAAGACCG

AGGCCTGTGGGCTTGCCCAAAGGATTCTGTTGGCGGGCCGAAACAAAT AAGCAGGCCCAGAGCCGATGTGTTGCTGCTGG
AGGCCTGTGGGCTTGCCCAAAGGATTCTGTTGGCGGGCCGAAACAAATAAGCAGGCCCAGAGCCGATGTGTTGCTGCTGG

TGATATTAACGGCGGCGGAAGTAGTACCGTTTGGGCACAAGAACTGAAGAGGTTTTTGGAGGATGACGTGGATAAATTCC
TGATATTAACGGCGGCGGAAGTAGTACCGTTTGGGCACAAGAACTGAAGAGGTTTTTGGAGGATGACGTGGATAAATTCC

CAGCAGCCACCTGCAACAAAATGACAGAACATGATAATAGTAGT TGTAGT AATGATGAGATTATGAAGTTGGGT GTCGAG
CAGCAGCCACCTGCAACAAAATGACAGAACATGATAATAGTAGTTGTAGTAATGATGAGATTATGAAGT TGGGTGTCGAG

GGTTTGACGATGTTTGACCGT CAGGAGGAAGGCAATCATCAAAGTTGT TGGGGGGATGATGATGTAAGCATTTGGGAGCT
GGTTTGACGATGTTTGACCGT CAGGAGGAAGGCAATCATCAAAGTTGT TGGGGGGATGATGATGTAAGCATTTGGGAGCT

CCTTCAGCGATCATCTTGA 819
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Figure S1. Comparison of CDS sequences of LuMYB314 between CDC Bethune (reference genome) and
Tammes Type 12.



CDC Bethune MELEAGLRRGTWGEEEDRLLRRCI HTYGE GRWHL VP ARAGLNRCRKS CRLRWLNYLKPNI KRGEFEGAEVDLLI RLHKLL 80

Tammes Type 12 MELEAGLRRGTWGEEEDRLLRRCI HTYGE GRWHL VP ARAGLNRCRKS CRLRWLNYLKPNI KRGEFEGAEVDLLI RLHKLL 8
CDC Bethune GNRWSLI AGRLPGRTANDVKNYWNTHHREKEKKKLTTI TTSSSMPAAALTFPCKRQRHCTEPPVVI VEKGKI TKTNI I RP 160
Tammes Type 12 GNRWSLI AGRLP GRTANDVKNYWNTHHREKEKKKLTTI TTSSSMPAAALTFPCKRQRHCTEPPVVI VEKGKI TKTNI I RP 160
CDC Bethune RP VGLPKGFCWRAETNKQAQSRCVAAGDI NGGGS S TVWAQELKRF LEDDVDKF P AATCNKMTEHDNS SCSNDEIMKLGVE 240
Tammes Type 12 RP VGLPKGFCWRAETNKQAQSRCVAAGDI NGGGS S TVWAQELKRF LEDDVDKF P AATCNKMTEHDNS SCSNDEIMKLGVE 240
CDC Bethune GLTMFDRQEEGNHQS CWGDDDVST WELLQRSS 2n

Tammes Type 12 GLTMFDRQEEGNHQS CWGDDDVST WELLQRSS 2n

Figure S2. Comparison of amino acid sequences of LuMYB314 between CDC Bethune (reference genome)

and Tammes Type 12.
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Figure S3. Total anthocyanin contents in Arabidopsis seedlings of WT and three independent
35S5:LuMYB314co0 transgenic lines. Asterisks indicate significant differences to the wild-type Col-0
(Student’s t-test, ***P < 0.001; values are means + SD (n = 3)).



