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Supplementary Figure S1: Transcription Factor JUNB. A PFM visualization for JUNB's motif MA0490.2. B
Violin plot of expression (top) and motif enrichment (bottom), for all cell types. C Scatter plot of
footprint score-expression of JUNB for all cell types. D Tn5 insertion plots for Memory and Naive CD4 T
cells.
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Supplementary Figure S2: Transcription Factor BATF. A PFM visualization for BATF 's motif MA1634.1. B
Violin plot of expression (top) and motif enrichment (bottom), for all cell types. C Scatter plot of
footprint score-expression of BATF for all cell types. D Tn5 insertion plots for Effector and Naive CD8 T
cells.
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Supplementary Figure S3: Transcription Factor TCF7. A PFM visualization for TCF7's motif MA0769.2. B
Violin plot of expression (top) and motif enrichment (bottom), for all cell types. C Scatter plot of
footprint score-expression of TCF7 for all cell types. D Tn5 insertion plots for Memory and Naive CD4 and
Effector and Naive CD8 T cells.
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Supplementary Figure S4: Transcription Factor LEF1. A PFM visualization for LEF1's motif MA0768.1. B
Violin plot of expression (top) and motif enrichment (bottom), for all cell types. C Scatter plot of
footprint score-expression of LEF1 for all cell types. D Tn5 insertion plots for Memory and Naive CD4 and
Effector and Naive CD8 T cells.



