Supplementary Figure S1 Supplement for PIDGs Genomic Characterization
(A) Waterfall plot showing PIDGs mutation status. (B) Circos plot showing the
correlation of PIDGs. (C) Kaplan-Meier analysis of PIDGs.

Supplementary Figure S2 Characterization of PIDG Subgroups in TNBC from
the METABRIC

(A-E) Consensus clustering results of TNBC patients in METABRIC. (A) Cumulative
distribution function plot of consensus clustering. (B) Heatmap of consensus
clustering with k = 2. (C) PCA shows the distribution of PIDG subgroups. (D)
Expression level distribution of 35 PIDGs in different subgroups. (E) GSEA shows
molecular functional differences in PIDG subgroups. (F) Differences in immune cell

content in different PIDG subgroups (*, P < 0.05; **, P <0.01; *** P <0.001).

Supplementary Figure S3 Comparison of Different Prognostic Models
(A) Training set ROC curve. (B) Test set ROC curve. (C-G) ROC curve and Kaplan-

Meier analysis based on different risk score prognostic models.

Supplementary Figure S4 Correlation Analysis of PIDG Score with RNA
Modifications
(A) Correlation of PIDG score with m1A genes. (B) Correlation of PIDG score with

m5C genes. (C) Correlation of PIDG score with m6A genes.

Supplementary Figure SS Analysis of Chemotherapeutic Drug Sensitivity in
PIDG Scores
Sensitivity of clinically used chemotherapeutic drugs in PIDG score high and low

expression groups.



