Supplementary Materials:

Table S1: Information of the access NO. of the AGPAT gene family used in this study

Gene Species Access NO. Gene Species Access NO.
AGPAT1 buffalo XP_025123832.1 AGPAT1 cattle NP 803484.1
AGPAT2 buffalo XP_025118206.3 AGPAT2 cattle NP 001073733.1
AGPAT3 buffalo XP_044803467.1 AGPAT3 cattle NP _001033135.1
AGPAT4 buffalo XP_044779956.1 AGPAT4 cattle NP _001015537.1
AGPATS5 buffalo XP_006050741.1 AGPATS5 cattle NP_001069400.1
AGPAT6 buffalo NP 001277775.1 AGPAT6 cattle NP _001077138.1
AGPAT1 goat NP 001272690.1 AGPAT1  camel XP_010980526.2
AGPAT2 goat XP _017911619.1 AGPAT2  camel XP_031306729.1
AGPAT3 goat XP_017907308.1 AGPAT3  camel XP _031316519.1
AGPAT4 goat XP_005685016.2 AGPAT4  camel XP_010975048.1
AGPATS5 goat XP_017897541.1 AGPAT5  camel XP_031296229.1
AGPAT6 goat XP_017897472.1 AGPAT6  camel XP_032324696.1
AGPAT1 sheep XP 042092820.1 AGPAT1 horse XP 001492118.2
AGPAT2 sheep XP_014949598.2 AGPAT2 horse XP_023485077.1
AGPAT3 sheep XP_014948165.1 AGPAT3 horse XP_023486028.1
AGPAT4 sheep XP 027828438.2 AGPAT4  horse XP_001500501.1
AGPATS5 sheep XP_027818539.1 AGPATS5 horse XP_023486446.1
AGPAT6 sheep XP_042097328.1 AGPAT6 horse XP_023486358.1
AGPAT1 pig NP _001028180.1 AGPAT1  human NP _001358366.1
AGPAT2 pig NP _001124006.1 AGPAT2  human NP _006403.2
AGPAT3 pig NP 001137172.1 AGPAT3  human NP 001032642.1
AGPAT4 pig NP 001137169.1 AGPAT4  human NP 064518.1
AGPATS pig NP 001137173.1 AGPAT5  human NP _060831.2
AGPAT6 pig NP 001138491.1 AGPAT6  human NP 001350126.1
AGPAT1 mouse NP 001156851.1 AGPAT4  mouse NP _080920.2
AGPAT2 mouse NP _080488.1 AGPAT5  mouse NP 081068.1
AGPAT3 mouse NP 001391799.1 AGPAT6  mouse NP 061213.2
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Table S2: The sequences of siRNA fragments used in this study

Genes

siRNA

sense (5'-3")

antisense (5'-3")

AGPAT1

AGPAT3

AGPAT4

NC

sil

si2

si3

sil

si2

si3

sil

si2

si3

Si-NC

GCAACGUCGAGAACAUGA
ATT
CCAUUGUGCCCAUCGUCA
UTT
GCACUCCAUGCUCACUGU
UTT
GGAAGGAGCAUGCAGUCA
UTT
CCGGGACACUGUCAUCAA
ATT
GCAGCUCAGUGGCUUCAU
ATT
GCUCCAAGGUCCUGGCUA
ATT
GCGGAUUCCUCUAGAAGA
ATT
GGACAGCAAGCAGAAACA
UTT
UUCUCCGAACGUGUCACG
UTT

UUCAUGUUCUCGACGUUGCT
T
AUGACGAUGGGCACAAUGG
1T
AACAGUGAGCAUGGAGUGC
TT
AUGACUGCAUGCUcCcuucCCT
T
UUUGAUGACAGUGUCCCGG
TT
UAUGAAGCCACUGAGCUGCT
T
UUAGCCAGGACCUUGGAGCT
T
UUCUUCUAGAGGAAUCCGCT
T
AUGUUUCUGCUUGCUGUCCT
T
ACGUGACACGUUCGGAGAAT
T




Table S3: Primers used in this study for qRT-PCR

Genes

Primer Sequences (5’-3")

Access NO.

Tm (C)

AGPAT1
AGPAT2
AGPAT3
AGPAT4
AGPATS5
AGPAT6
[B-actin
RPS9
SCD
ACACA
FASN
GPAM
PPARY
Lpinl
DGAT2

ACSL1

F: GGCGGGAGTCATCTTCATTG
R: GCATGGAGCCGTTGTGGTTT
F: GGGAGAAGCTCAAAGTGTGG
R: AGTAAACCACGGGGATGATG
F: GGCAGCAGTTCAAACCCACC
R: AAGCTGCCCCGACAAACCCC
F: GGTGAACAAGCAGCTCTTCC
R: TCCGTGTAGATGACGCACTC
F: CCCGCTGTATGGCTGTTATT

R: TTGAGCAGCAAATGCTTGAC
F: TGCCTTTCGACAGCCTGATT

R: GAAAATGGCGGGGACGATGA
F: CTGGCATTGTCATGGACTCTG
R: GCTCGGCTGTGGTGGTAAA

F: CCTCGACCAAGAGCTGAAG
R: CCTCCAGACCTCACGTTTGTTC
F: GTTTCTGTTACACTTGGGAGC
R: GACCATTCAAAAACGTCATTC
F: CCTGGGTCTCCTATCTTTGTC
R: TAATCTTCTGATGCCTGCGTT
F: TACTTCGTGGTCTTCTCCTCG
R: TTGTCTTTAGTGCCCTTCAGC
F: GATCAGACTGACTGGATG

R: GGATGTTGAGATTATTGC

F: GCTCCAAGAGTACCAAAGTG
R: GTCCTCCTGAAGAAACCCTT
F: GTCTTTCTAGCTCTTGCC

R: CTCTTITCATCTTGTGTGG

F: GTCCTGTCTTTCCTCGTGCT

R: CCTCCTGCCACCTTTCTIT

F: GCCATGCAGTCAGTGGAGGTG
R: CAAGGGTGTCGTAGAGGGGAA
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