
SupplementaryTable S1: Sequencing Data Report (Raw data) 

S. No. Sample Name No. of Reads Sequence_Length %GC 
1.  AN1_S4_R1.fastq  18989168 35-149 53 
2. AN1_S4_R2.fastq   18989168 35-149 51 
3. AN2_S10_R1.fastq   8571000 35-149 52 
4. AN2_S10_R2.fastq   8571000 35-149 50 
5. AN3_S16_R1.fastq  26131133 35-149 53 
6. AN3_S16_R2.fastq   26131133 35-149 50 
7. AN4_S22_R1.fastq   8883367 35-149 53 
8. AN4_S22_R2.fastq   8883367 35-149 50 
9. AN5_S27_R1.fastq   3918968 35-149 53 
10. AN5_S27_R2.fastq   3918968 35-149 50 
11. AN6_S33_R1.fastq    11685059 35-149 51 
12. AN6_S33_R2.fastq   11685059 35-149 48 
13 AN7_S39_R1.fastq   15234475 35-149 56 
14. AN7_S39_R2.fastq   15234475 35-149 53 
15. AN8_S50_R1.fastq   17584435 35-149 53 
16. AN8_S50_R2.fastq    17584435 35-149 51 
17. AN9_S5_R1.fastq    16307257 35-149 54 
18. AN9_S5_R2.fastq   16307257 35-149 52 
     

 


