LeNACB2 ™1 P NAM

LeNACBT ™1
LoNAC80 ™ CRS1_YhbY superfamily
LONACB6 ™ ] A superfamily
LeNACBS5 ™ v

LcNACB4! [ PTZ00121 superfamily

LCNACB3 ™1
LeNACB9™ Ty
LcNACB8

LeNACO1

LcNAC90

LeNAC7 ™1
LcNAC96 Pr—
LeNACO5 ™
LcNACS4

LoNA(

LcNAC109
LcNACB9
LcNAC108:
LeNAC1 12 Ty
LcNAC1 11 ey
LeNACT10 T

LeNAC 10771
LcNAC106™
LeNAC105™ ey
LcNAC 1047
LcNAC10371
LcNAC102 ™=y
LeNAC101

Figure S1. Prediction of the NAM structural domain contained in each of the 112 litchi NAC genes.
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Figure S2. Prediction of conserved motifs in litchi NAC protein sequence.



