
PValue

0.0005 0.0010 0.0015

KEGG
mmu01100:Metabolic	pathways
mmu05204:Chemical	carcinogenesis	-	DNA	adducts
mmu00983:Drug	metabolism	-	other	enzymes
mmu03320:PPAR	signaling	pathway
mmu00830:Retinol	metabolism
mmu00980:Metabolism	of	xenobiotics	by	cytochrome	P450
mmu00982:Drug	metabolism	-	cytochrome	P450
mmu05418:Fluid	shear	stress	and	atherosclerosis
mmu04976:Bile	secretion
mmu04979:Cholesterol	metabolism
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