GO analysis of up-regulated DEGs

GO:0048471: perinuclear reglon of eytoplasm
G0:1902532: negative regulation of intracellular signal transduction
GO:0006978: DNA damage response, signal transduction by p53 class mediator resulting in transcription of p21 class mediator
GO:0001654: eye development

G0:0019838: growth factor binding

G0:0031252: cell leading edge

GO0:0005030: neurctrophin receptor activity

G0:0008013: beta-catenin binding

G0:1903827: regulation of cellular protein localization

GO:0032787; monacarboxylic acid metabelic process

GO:0000082: G1/S transition of mitotic cell cycle

GO:0034504: protein localization to nucleus

GO:0030155: regulation of cell adhesion

1 G0:0015179: L-amino acid transmembrane transporter activity

1 GO:0042594: response to starvation
I GO:0016709: oxidareductase activity, acting on paired donors, with incarparation or reduction of molecular oxygen, NAD(PIH as one doner, and incorporation of ene atom of oxygen
G0:0031960: response to corticosteroid
GO:0048858: cell projection morphogenesis
-— GO:0009147: pyrimidine nuclesside triphosphate metabolic process
+ GO:0008134; transcription factor binding
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GO analysis of down-regulated DEGs

G0:0032787: monocarboxylic acid metabolic process
G0:0006790: sulfur compound metabolic process
G0:0004364: glutathione transferase activity
GO0:0006393: termination of mitochondrial transcription
G0:0051923: sulfation

G0:0016860: intramolecular oxidoreductase activity
| G0:0044242: cellular lipid catabolic process
e | G0:0019730: antimicrobial humoral response
== | G0:0019216: regulation of lipid metabolic process
1 G0:0016491: oxidoreductase activity
G0:0008202: steroid metabolic process
G0:0070488: neutrophil aggregation
G0:1904478: regulation of intestinal absorption
G0:1990845: adaptive thermogenesis
G0:0001676: long-chain fatty acid metabolic process
] G0:0033293: monocarboxylic acid binding
1 G0:0033559: unsaturated fatty acid metabolic process
G0:0010876: lipid localization
G0:0006959: humoral immune response
G0:0043280: positive r ion of cysteine-typ idase activity involved in apoptotic process
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