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Figure S1. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000006.
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Figure S2. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000009.
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Figure S3. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000249.
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Figure S4. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000642.
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Figure S5. Detailed phylogenetic tree in of Srf4A4, SrfAB and SrfAC genes in OG0000675
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Figure S6. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000736.
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Figure S7. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000753.
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Figure S8. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000878
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Figure S9. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0000898.
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Figure S10. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in 0G0001033.
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Figure S11. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0001616.



Type

g g¢g
g &3
RN
L
5 3%
g g
: i
< 99
NI
2 22
W aoe
y
8 888
20 oo
2% 22¢
55 555
|
ey
" 4o Wp_020725883
. 0
o 20107837
oonod3_c8s NP )
o o STOTY1305
I 7_CPo3s231. ﬁnnw\évgnmdmaw 1.3
| x s 2085564
. e SBYEE8200 409 BwpS INZ_CPO76083.1_cds WP
8812 1'LGESS6000”dM PO L6000 ZNIRT 669191000 400" ByS. ==
¥ 1 PE0S6ESLO-AN-SPIL EC6810d0" ZNIPI-SE8LPBL00- 00" aVHS
@
mii.ﬁ o
S
o e
o 0 o
- izt
oW
£ £a358a48
o) nro o FEpiifEinay
ORI
f f f sregecel
EREEEE
§ifize
SEEEEY
E
R
Eeozd
aa555
B
88888
HEER S
B BB BB

Figure S12. Detailed phylogenetic tree of SrfAA4, SrfAB and SrfAC genes in 0G0002144.
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Figure S15. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in 0G0003280
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igure S16. Detailed phylogenetic tree of Srf4A4, SrfAB and SrfAC genes in OG0003557
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Figure S17. Detailed phylogenetic tree of SrfAA4, SrfAB and SrfAC genes in 0G0004686
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Figure S18. Distribution of Srf4A, SrfAB and SrfAC genes in the
Bacillus subtilis subsp. subtilis str. 168 (GCF _000009045) genome.
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Figure S19. Distribution of Srf4A, SrfAB and SrfAC genes in the
Bacillus pseudomycoides DSM 12442 (GCF_000161455) genome.
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Figure S20. Distribution of Srf4A, SrfAB and SrfAC genes in the

Bacillus amyloliquefaciens Y2 (GCF _000262385) genome.
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Figure S21. Distribution of Srf4A, SrfAB and SrfAC genes in the
Bacillus sp. Pc3 (GCF_000815145) genome.
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Figure S22. Distribution of Srf4A4, SrfAB and SrfAC genes in the

Bacillus velezensis (GCF_003073255) genome.
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Figure S23. Distribution of Srf4A4, SrfAB and SrfAC genes in the

Bacillus velezensis (GCF_003390415) genome.
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Figure S24. Distribution of Srf4A, SrfAB and SrfAC genes in the
Bacillus amyloliquefaciens (GCF_008824205) genome.
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Figure S25. Distribution of Srf4A, SrfAB and SrfAC genes in the

Bacillus subtilis (GCF_012647565) genome.
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Figure 26. Distribution of SrfAA, SrfAB and SrfAC genes in the

Bacillus velezensis (GCF _016904925) genome.



	Supplementary Fig 1-17
	supporting
	OG0000006.4
	OG0000009.2
	OG0000249
	OG0000642
	OG0000675
	OG0000736
	OG0000753
	OG0000878
	OG0000898
	OG0001033
	OG0001616
	OG0002144
	OG0002176
	OG0002286
	OG0003280
	OG0003557
	OG0004686

	Supplementary Fig 18-26
	9045
	161455
	262385
	815145
	3073255
	3390415
	8824205
	12647565
	16904925


